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pJRed- PRL vect or Tabl e of restriction sites
Enzyme Name |Sequence Count |Cutting Position
Aat | AGG CCT 1 2006
Aat | | GACGT! C 0
Acc65I G GTACC 1 64
Accl GTI'! MKAC 1 59
Accl | Cd CG 19 70 519 672 744 762
834 1109 1485 1505 1529
1560 2251 2552 2990 3074
3137 3206 3479 4060
Accl I T! CCGGA 0
Aci | G CGG 24 70 120 621 828 1445
1472 1560 1670 2251 2315
2416 2419 2699 2754 2852
2990 3137 3277 3520 3765
3886 3905 4032 4060
Aci | Cl ccC 33 68 126 328 391 469
612 670 790 832 1500
1503 1517 1607 1855 1867
1876 1888 1898 1909 1955
2094 2157 2659 2704 2770
2796 2921 2924 3072 3204
3511 3655 4151
Acyl GR!I CGYC 3 2185 2887 2966
Af al GI! AC 3 66 308 2491
Afl I G GweC 2 2701 3146
AfL T Cl TTAAG 1 1067
AFLTTI Al CRYGT 3 555 750 4103
Agel Al CCGGT 1 85
Ahal CCl SGG 7 76 77 687 2189 2349
2962 3726
Ahal | GR!I CGYC 3 2185 2887 2966
Ahal | | TTT! AAA 3 887 3329 3348
Al ul AG CT 18 37 43 268 279 445
526 589 964 1131 1388
1683 1971 2291 2749 3546
3803 3849 3939
Al w44l G TGCAC 2 242 3789
Al'w GGATCNNNN! 8 87 2053 2364 2610 3002
3361 3459 3545
Al w I' NNNNNGATCC 7 74 295 676 2429 2973
3360 3457
Al WiNI CAGNNN! CTG 2 3286 3694
Aocl CC!l TNAGG 2 1665 3297
Aocl | GDGCH! C 13 39 76 246 318 789
1376 2131 2224 2298 2488
2550 3260 3793
Aor 51H AGC! GCT 1 15
Aosl TGC! GCA 1 2287
Aosl | GR CGYC 3 2185 2887 2966
Apal [cccooNe 1 76
Apall G TGCAC 2 242 3789
Apol Rl AATTY 4 48 999 1103 1114
Apyl CCl WGG 10 359 1721 1776 1793 2572
3151 3254 3944 3957 4078
Aqul Cl YCGRG 3 32 75 371
Ascl GGE CGCeCe 0
Asel AT! TAAT 0




Asnl AT! TAAT 0
Asp700lI GAANN! NNTTC 0
Asp718I G GTACC 1 64
AspHI GNGECW C 5 39 246 2298 2488 3793
Aspl GACNI NNGTC 1 2303
Asul G G\CC 14 72 73 122 376 506
569 634 689 1292 2701
3146 3192 3250 3283
Asul | TT! CGAA 2 46 2867
Aval Cl YCGRG 3 32 75 371
Aval | G GACC 2 2701 3146
Aval | | ATCCAI' T 3 1757 1829 4160
Avi | | TGC! GCA 1 2287
Avr | I CYCGRG 3 31 74 370
Avr | Cl CTAGG 2 2007 3022
Axyl CCl TNAGG 2 1665 3297
Bal | TGGE CCA 1 2267
BantHl G GATCC 1 79
Banl G GYRCC 6 64 416 452 1338 2184
2219
Banl | GRGCY! C 6 39 76 318 1376 2550
3260
Banl I | AT! CGAT 1 2025
Bbel GGECGEC C 1 2188
Bbi 1/ Acyl |GRI CGYC 3 2185 2887 2966
Bbr PI CAC! GTG 1 751
Bbsl I GTCTTC 0
Bbsl I GAAGAC 0
BbvI GCAGCNNNNNNNN! 9 222 225 678 973 2258
2300 2821 3274 3774
BbvI I NNNNNNNNNNNNGCTGC 8 255 1467 2132 2316 2409
3475 3681 3684
Bbvl | GAAGACNN! 0
Bbvl | I'NNNNNNGTCTTC 0
Bcef | ACGGCNNNNNNNNNNNN! 15 184 196 223 244 325
355 430 466 505 520
583 634 679 2611 3098
Bcef | I NINNNNNNNNNNNNGCCGT 5 234 564 1327 2145 3604
Bcgl I' GCANNNNNNT CG 0
Bcgl I' CGANNNNNNTGC 0
Bel | T! GATCA 0
Bcnl CCl SGG 7 76 77 687 2189 2349
2962 3726
Bf al CI TAG 8 11 840 1034 1452 2008
3023 3357 3610
Bfrl CI TTAAG 1 1067
Bgl | GCCNNNN! NGGC 1 1960
Bgl Il Al GATCT 1 28
Bi nl I' NNNNNGATCC 7 74 295 676 2429 2973
3360 3457
Bi nl GGATCNNNN! 8 87 2053 2364 2610 3002
3361 3459 3545
Bl nl Cl CTAGG 2 2007 3022
By | GDGCH! C 13 39 76 246 318 789
1376 2131 2224 2298 2488
2550 3260 3793
Bpm I CTCCAG 1 2982
Bpm I CTGGAG 1 3003
Bpull02| GC!l TNAGC 0




BsaAl YAC! GTR 3 751 1301 2489

BsaBl GATNN! NNATC 2 847 2044

BsaHI GR! CGYC 3 2185 2887 2966

Bsal GGTCTCN! 0

Bsal I NNNNNGAGACC 3 251 542 3174

Bsall C! CNNGG 22 68 75 96 226 357

372 565 685 1719 1791

1914 1949 1958 2007 2348
2617 3022 3149 3150 3252
3253 3943

BseAl T! CCGGA 0

BsePI I GCGECCC 0

Bsgl I GTGCAG 0

Bsgl I CTGCAC 0

Bsi El CERY! CG 5 90 391 832 2094 3769

Bsi W Cl GTACG 0

Bsi Yl CCNNNNN! NNGG 21 279 529 631 763 1197
1523 1915 2166 2710 2991
3023 3024 3155 3190 3240
3241 3272 3625 3904 4070
4088

Bsl | CCNNNNN! NNGG 21 279 529 631 763 1197
1523 1915 2166 2710 2991
3023 3024 3155 3190 3240
3241 3272 3625 3904 4070
4088

BsmAl I GTCTC 0

BsmAl I GAGAC 6 256 547 1614 2032 3051
3179

Bsml GAATCCN! 1 936

Bsml G CATTC 1 1029

Bspl1286I GDGCH! C 13 39 76 246 318 789
1376 2131 2224 2298 2488
2550 3260 3793

BspDlI AT! CGAT 1 2025

BspEl T! CCGGA 0

BspHI T! CATGA 2 1611 3383

BspM ACCTGCNNNN! 3 464 2453 2903

BspM I NNNNNNNNGCAGGT 1 2072

BspM | T! CCCGA 0

BspW GCNNNNN! NNGC 30 261 390 399 465 523

741 789 798 1412 1442

1469 1511 1513 1752 1824
1875 1954 1960 2176 2260
2283 2422 2428 2545 2628
2895 3082 3286 3485 4057

Bsr Fl Rl CCGGY 6 85 260 1402 2504 2685
2968

Bsr | ACTGGN! 3 2129 2330 3576

Bsr | Cl CAGT 5 304 1214 1892 3688 3701

BssHI | G CGCEC 0

Bst 11071 GTAI TAC 0

Bst Bl TT! CGAA 2 46 2867

Bst El | G GTNACC 1 766

Bst | G GATCC 1 79

Bst NI CCl WG 10 359 1721 1776 1793 2572
3151 3254 3944 3957 4078

Bst PI G GTNACC 1 766

Bst Ul CGE CG 19 70 519 672 744 762
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834 1109 1485 1505 1529
1560 2251 2552 2990 3074
3137 3206 3479 4060
Bst XI CCANNNNNI NTGG 0
Bst VI Rl GATCY 10 28 79 681 2356 2602
2994 3353 3365 3451 3462
Bsu36l CCl TNAGG 2 | 1665 3297
Chi | TT! CGAA 2 46 2867
Cerl Cl TCGAG 1 32
Cel I GC! TNAGC 0
Cfol cocks 28 16 402 519 585 674
744 762 803 1451 1459
1485 1507 1516 1529 1560
2179 2187 2251 2288 2554
2814 2990 3076 3479 3588
3762 3862 3929
Cfr 101 Rl CCGGY 6 85 260 1402 2504 2685
2968
Cfr 13l G GNCC 14 72 73 122 376 506
569 634 689 1292 2701
3146 3192 3250 3283
Crrol Cl CCGGG 1 75
Cirl Y GGCCR 7 181 201 829 2091 2265
2656 2683
d al AT! CGAT 1 | 2025
Cpol CG GWCCG 1 | 2701
Csp45l TT! CGAA 2 46 2867
Cspl CG GSCCG 0
ovi JI RG CY 94 37 43 74 123 183
203 268 279 286 316
348 378 429 445 468
492 499 507 526 570
589 593 603 624 636
669 690 831 854 964
1131 1151 1293 1374 1388
1402 1683 1724 1796 1919
1948 1954 1963 1971 1994
2006 2012 2093 2110 2118
2145 2170 2254 2263 2267
2291 2329 2405 2422 2441
2504 2548 2558 2575 2658
2685 2689 2726 2749 2765
2945 2972 3033 3155 3194
3251 3258 3265 3284 3295
3546 3575 3618 3629 3694
3773 3798 3803 3849 3939
4037 4063 4081 4092
ovnl CCl TNAGG 2 | 1665 3297
Ddel Cl TNAG 8 25 380 1665 1967 2848
3297 3420 3829
Dpnl GAI TC 21 30 81 302 683 844
2024 2028 2047 2358 2436
2517 2526 2604 2980 2996
3355 3367 3445 3453 3464
3539
Dpnl | I GATC 21 28 79 300 681 842
2022 2026 2045 2356 2434
2515 2524 2602 2978 2994
3353 3365 3443 3451 3462
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3537

Dr al TTT! AAA 3 887 3329 3348

Dral | RG GNCCY 2 376 3283

Dralll CACNNN! GTG 4 250 700 784 1301

Dr dl GACNNNN! NNGTC 3 1256 2212 4001

Dsal C! CRYGG 6 68 96 226 565 1914
2617

DsaV I CCNGG 17 74 75 357 685 1719
1774 1791 2187 2347 2570
2960 3149 3252 3724 3942
3955 4076

Eael Y! GGCCR 7 181 201 829 2091 2265
2656 2683

Eagl C! GGCCG 2 829 2091

Eaml105I GACNNN! NNGTC 0

Ear | I CTCTTC 0

Ear | I GAAGAG 3 1656 2533 2743

Ecl 1361 | GAG CTC 1 37

Ecl Xl Cl GECCG 2 829 2091

Eco0105I TAC! GTA 0

Eco31l GGTCTCN! 0

Eco31l I NNNNNGAGACC 3 251 542 3174

Eco47l G GACC 2 | 2701 3146

Eco47111 AGC! GCT 1 15

Eco52| Cl GGCCG 2 829 2091

Eco571 I CTGAAG 2 | 2309 2741

Eco571 I CTTCAG 1 | 3575

Eco81l CCl TNAGG 2 1665 3297

EcoN CCTNN! NNNAGG 0

Eco0109I RG GNCCY 2 376 3283

Eco065I G GINACC 1 766

EcoRl G AATTC 1 48

EcoRl | I COWGG 10 357 1719 1774 1791 2570
3149 3252 3942 3955 4076

EcoRV GAT! ATC 0

EcoT14l Cl CWAGG 5 96 1914 2007 2617 3022

EcoT22I ATGCA! T 3 1757 1829 4160

EcoT38lI GRCCY! C 6 39 76 318 1376 2550
3260

Ehel GGC! GCC 1 | 2186

Esp3l CGTCTCN! 0

Esp3l I NNNNNGAGACG 0

Espl GC! TNACGC 0

Fbal T! GATCA 0

Fi nl I GTccc 4 | 1715 1787 1851 3146

Fi nl I GGGAC 4 725 2321 2853 2962

FnudH GCl NGC 38 121 211 214 269 469

622 667 670 829 832
962 1481 1503 1517 1955

2094 2146 2157 2247 2252
2289 2330 2417 2420 2423
2659 2755 2796 2810 2924
3263 3278 3489 3695 3698
3763 3906 4061

Fokl GGATGNNNNNNNNN! 5 119 2052 2509 2534 2988

Fokl I NNNNNNNNNNNNNCATCC 2 521 1858

Fspl TGC! GCA 1 | 2287

Gdi || I' NNNNNYGGCCG 5 195 823 2085 2650 2677

Gdi 11 CGGCCRN! 3 187 835 2097
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Gsul I CTCCAG 1 2982
Gsul I CTGGAG 1 3003
Hael WGE CCW 6 593 2006 2267 3629 4081
4092
Hael | RGCCC! Y 6 17 804 1452 1460 2188
3863
Hael I | G3 CC 29 74 123 183 203 378
507 570 593 624 636
690 831 1151 1293 1948
1954 1963 2006 2093 2267
2658 2685 3194 3251 3284
3629 4063 4081 4092
Hapl | Cl CCGG 21 20 76 86 261 687
1403 2090 2167 2189 2217
2348 2438 2505 2686 2961
2969 3061 3535 3725 3751
3898
Hoal GACGCNNNNN! 2 2895 2974
Hoal I NNNNNNNNNNGCGTC 3 1518 3413 3991
Hoi Al GWCCW C 5 39 246 2298 2488 3793
Hoi El | I ACCNNNNNNGGT 1 3515
Hhal GCaE C 28 16 402 519 585 674
744 762 803 1451 1459
1485 1507 1516 1529 1560
2179 2187 2251 2288 2554
2814 2990 3076 3479 3588
3762 3862 3929
Hi nl1l GR! CGYC 3 2185 2887 2966
Hi nP1l G ccC 28 14 400 517 583 672
742 760 801 1449 1457
1483 1505 1514 1527 1558
2177 2185 2249 2286 2552
2812 2988 3074 3477 3586
3760 3860 3927
Hi ncl | GTI'Y! RAC 2 60 948
Hi ndl 11 Al AGCTT 1 41
Hi nfl G ANTC 12 23 836 1228 1250 1660
2670 2804 2856 2914 2951
3733 4129
Hpal GIT! AAC 1 948
Hpal | Cl CGG 21 20 76 86 261 687
1403 2090 2167 2189 2217
2348 2438 2505 2686 2961
2969 3061 3535 3725 3751
3898
Hphl GGT GANNNNNNNN! 4 187 778 3256 3372
Hphl I' NNNNNNNTCACC 7 184 466 598 703 787
1302 2363
Kasl G GCeCC 1 2184
Kpnl GGTAC! C 1 68
Ksp6321 CTCTTCN 0
Ksp632I I NNNNGAAGAG 3 1652 2529 2739
Kspl CCCC! GG 1 71
Mael Cl TAG 8 11 840 1034 1452 2008
3023 3357 3610
Mael | Al CGT 10 240 750 1245 1257 1300
1410 2301 2488 3269 3402
Mael | | I GTNAC 11 700 766 973 1474 1486
2305 2611 3301 3567 3683
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3746

Mam GATNN! NNATC 2 847 2044
Mool I GATC 21 28 79 300 681 842
2022 2026 2045 2356 2434
2515 2524 2602 2978 2994
3353 3365 3443 3451 3462
3537
Mool | GAAGANNNNNNNN! 5 1441 1669 2546 2756 3375
Mool | I'NNNNNNNTCTTC 6 151 313 2836 3003 3203
3446
Mer | I CGRYCG 5 86 387 828 2090 3765
M el I CAATTG 1 934
M1 Rl GATCY 10 28 79 681 2356 2602
2994 3353 3365 3451 3462
M ul Al CGCGT 0
Mrel I TCCRAC 1 1252
Mrel I GTYGGA 2 3728 3912
vhl | CCTCNNNNNNN! 9 904 913 1968 1974 2786
2992 3306 3676 4000
wnl | I NNNNNNNGAGG 21 96 108 165 366 716
756 810 863 1328 1659
1937 1943 1980 1983 1995
2035 2099 2235 2592 3022
3925
M ol T! CCGGA 0
Mscl TGGE CCA 1 2267
Meel T TAA 15 823 886 947 1068 1089
1100 1112 1123 1140 1238
1509 3328 3342 3347 3399
Vs pl Cl CGG 21 20 76 86 261 687
1403 2090 2167 2189 2217
2348 2438 2505 2686 2961
2969 3061 3535 3725 3751
3898
Vet | TGC! GCA 1 2287
Vst 1 | CCl TNAGG 2 1665 3297
Munl Cl AATTG 1 935
Mal CCl WG 10 359 1721 1776 1793 2572
3151 3254 3944 3957 4078
M/nl Ca CG 19 70 519 672 744 762
834 1109 1485 1505 1529
1560 2251 2552 2990 3074
3137 3206 3479 4060
Nael GCCl G&C 3 1404 2687 2970
Nar | G3E CcCC 1 2185
Nci | CCl SGG 7 76 77 687 2189 2349
2962 3726
Ncol Cl CATGG 3 96 1914 2617
Ndel CAl TATG 0
Ndel | I GATC 21 28 79 300 681 842
2022 2026 2045 2356 2434
2515 2524 2602 2978 2994
3353 3365 3443 3451 3462
3537
NgoM G CCGGEC 3 1402 2685 2968
Nhel G CTAGC 0
N al Il CATAE 19 100 148 277 424 517
559 1615 1755 1827 1918
2059 2404 2590 2621 2647
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3003 3387 4107 4158
N al V GG\ NCC 22 66 74 81 124 418
454 508 571 691 1340
1361 1373 1564 1725 1797
2186 2221 3069 3148 3193
4036 4075
Not | GC! GECCEC 1 829
Nr ul TCGE CGA 0
Nsi | ATGCA!I' T 3 1757 1829 4160
Nsp(7524)1 |RCATGEY 5 559 1755 1827 2590 4107
Nsp(7524)V |TT! CGAA 2 46 2867
NspBI | CM3 CKG 7 70 526 589 1683 2291
3520 3765
Nspl | GDGCH! C 13 39 76 246 318 789
1376 2131 2224 2298 2488
2550 3260 3793
Nspl 1| C! YCCRG 3 32 75 371
Nspl V G GNCC 14 72 73 122 376 506
569 634 689 1292 2701
3146 3192 3250 3283
Nunl | ccNecee: 1 2185
Pacl TTAAT! TAA 0
PaeR71 C! TCGAG 1 32
Pal | GG CC 29 74 123 183 203 378
507 570 593 624 636
690 831 1151 1293 1948
1954 1963 2006 2093 2267
2658 2685 3194 3251 3284
3629 4063 4081 4092
PfI M CCANNNN! NTGG 2 279 529
Pl el GAGTCNNNN! 2 1236 1668
Pl el I NNNNNGACTC 5 17 830 1244 2850 3727
PmaCl CAC! GTG 1 751
Prel GITT! AAAC 0
Pm | CAC! GTG 1 751
PpuM RGE GACCY 0
PshAl GACNN! NNGTC 0
Pst | CTCCA! G 1 57
Pvul CGAT! CG 0
Pvul | CAG CTG 4 526 589 1683 2291
Rmal Cl TAG 8 11 840 1034 1452 2008
3023 3357 3610
Rsal GI!' AC 3 66 308 2491
Rsr | G AATTC 1 48
Rsrl | CGE GWCCG 1 2701
Sacl GACCT! C 1 39
Sacl | CCeC GG 1 71
Sal | G TCGAC 1 58
Sau3Al I GATC 21 28 79 300 681 842
2022 2026 2045 2356 2434
2515 2524 2602 2978 2994
3353 3365 3443 3451 3462
3537
Sau96l G GNCC 14 72 73 122 376 506
569 634 689 1292 2701
3146 3192 3250 3283
Saul CC! TNAGG 2 1665 3297
Scal AGT! ACT 0
Scr Fl CC! NGG 17 76 77 359 687 1721




1776 1793 2189 2349 2572
2962 3151 3254 3726 3944
3957 4078
Sdul GDGCH! C 13 39 76 246 318 789
1376 2131 2224 2298 2488
2550 3260 3793
Secl C! CNNGG 22 68 75 96 226 357
372 565 685 1719 1791
1914 1949 1958 2007 2348
2617 3022 3149 3150 3252
3253 3943
Sexl| I CTCGAG 1 31
Sf aNI GCATCNNNNN! 10 351 393 480 801 1001
1764 1836 2484 2548 2823
Sf aNI I NNNNNNNNNGATGC 4 2143 2398 2614 4006
Sfcl C! TRYAG 4 53 1520 3647 3838
Sfil GGCCNNNN! NGGCC 1 1960
Sf ul TT! CGAA 2 46 2867
Sgr Al CR! CCGGYG 0
Si nl G GweC 2 2701 3146
Smal CCC! GGG 1 77
SnaBI TAC! GTA 0
Snal I GTATAC 0
Snol G TGCAC 2 242 3789
Spel Al CTAGT 0
Sphl GCATG C 3 1755 1827 2590
Spl | C! GTACG 0
Srfl GCCC! GGGC 0
Sse8387I CCTGCA! GG 0
Sspl AAT! ATT 2 1093 1646
Sst | GAGCT! C 1 39
Sst | CCaC! GG 1 71
Sstlll I ACGT 10 239 749 1244 1256 1299
1409 2300 2487 3268 3401
St ul AGGE CCT 1 2006
Styl Cl CWNGG 5 96 1914 2007 2617 3022
St ySJl I GAGNNNNNNGTRC 0
St ySJl I GYACNNNNNNCTC 0
Swal ATTT! AAAT 0
Taql T! CGA 18 33 46 59 165 387
405 642 1334 2025 2298
2454 2478 2514 2676 2867
2912 3167 4005
Taql | GACCGANNNNNNNNNNN! 3 1205 2222 2890
Taqgl | I NNNNNNNNNTCGGTC 1 3134
Taql | CACCCANNNNNNNNNNN! 0
Taql | I NNNNNNNNNTGGGTG 2 2089 2681
Tfi | G AWC 5 2670 2804 2914 2951 4129
Thal CG3 CG 19 70 519 672 744 762
834 1109 1485 1505 1529
1560 2251 2552 2990 3074
3137 3206 3479 4060
Tsp45l I GTSAC 5 700 766 1474 2305 2611
TspEl I AATT 10 48 935 999 1077 1103
1114 1761 1833 1925 3343
Tthill1l GACN! NNGTC 1 2303
Tthl11ll CAARCANNNNNNNNNNN! 2 731 3512
Tthi111l|l I NNNNNNNNNTGYTTG 3 2620 3480 3519
Tt hHB8I T! CGA 18 33 46 59 165 387




405 642 1334 2025 2298

2454 2478 2514 2676 2867
2912 3167 4005

Van91ll CCANNNN! NTGG 2 279 529

Vspl AT! TAAT 0

Xbal T! CTAGA 1 839

Xcm I CCANNNNNNNNNTCG 1 2460

Xcyl C! CCGGG 1 75

Xhol C! TCGAG 1 32

Xhol | Rl GATCY 10 28 79 681 2356 2602
2994 3353 3365 3451 3462

Xmal C! CCGGG 1 75

Xmal | C! GGCCG 2 829 2091

Xmml GAANN! NNTTC 0

Xor |1 CGAT! CG 0
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