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pKi ndl i ng- Red-B vect or Tabl e of restriction sites
Enzyme Name |Sequence Count |Cutting Position
Aat | AGG CCT 0
Aat | | GACGT! C 1 4037
Acc65I G GTACC 0
Accl GTI'! MKAC 1 1994
Accl | Cd CG 9 597 1823 1825 1928 2269
2850 3180 3673 4005
Accl | | T! CCGGA 1 1200
Aci | G CCG 21 37 69 276 429 597
630 1640 1895 1934 1944
1986 2011 2049 2148 2155
2176 2672 2816 3460 3627
3956
Aci | Cl ceC 31 441 513 547 667 681
687 724 780 790 804
920 1182 1546 1802 1805
2062 2088 2105 2267 2295
2422 2441 2562 2807 3178
3269 3506 3671 3748 3857
4003
Acyl GR CGYC 3 801 3652 4034
Af al GI! AC 9 323 347 482 575 773
1083 1621 2030 3595
Afl I G GneC 3 718 3253 3475
Afl 1 Cl TTAAG 0
AfLTTI Al CRYGT 2 348 2222
Agel Al CCGGT 0
Ahal CCl SGG 9 558 627 702 924 1868
1903 2602 3298 3649
Ahal | GR!I CGYC 3 801 3652 4034
Ahal I'| TTT! AAA 5 1124 1463 2981 3000 3692
Al ul AG CT 22 817 834 843 848 952
956 976 985 1104 1233
1704 1815 1864 1883 2164
2390 2526 2783 3103 3304
3404 3467
Al w44l G TGCAC 3 2038 2536 3782
Al'w GGATCNNNN! 5 130 136 2871 2968 3748
Al w I NNNNNGATCC 8 123 487 861 2783 2869
2967 3431 3752
Al WNI CAGNNN! CTG 2 607 2638
Aocl CCl TNAGG 0
Aocl | GDCCH! C 9 185 245 558 626 1675
2042 2540 3701 3786
Aor 51HI AGC! GCT 0
Aosl TGC! GCA 1 3337
Aosl | GR!I CGYC 3 801 3652 4034
Apal GGECC C 0
Apall G TGCAC 3 2038 2536 3782
Apol Rl AATTY 2 18 1204
Apyl CCl WG 12 248 400 449 461 476
497 1381 1437 1685 2250
2371 2384
Aqul Cl YCGRG 2 2 386
Ascl cclecocee: 0
Asel AT! TAAT 1 3287
Asnl AT! TAAT 1 3287




Asp700lI GAANN! NNTTC 1 3714

Asp718I G GTACC 0

AspHI GANCCW C 4 2042 2540 3701 3786

Aspl GACN!I NNGTC 1 1969

Asul G GNCC 12 278 521 613 718 787

820 1746 3157 3236 3253

3475 4091

Asul | TT! CGAA 0

Aval C! YCCRG 2 2 386

Aval | G GACC 3 718 3253 3475

Aval | | ATGCA!I' T 0

Avi | | TGC! GCA 1 3337

Avr | I CYCGRG 2 1 385

Avr || Cl CTAGG 0

Axyl CC! TNAGG 0

Bal | TGGE CCA 1 1471

BanHl G GATCC 1 128

Banl G GYRCC 5 182 242 636 1670 3063

Banl | GRCGCY! C 1 558

Banl | | AT! CGAT 0

Bbel GGCCC! C 0

Bbill/Acyl |GRI CGYC 3 801 3652 4034

Bbr PI CAC! GTG 0

Bbsl I GTCTTC 1 4099

Bbsl I GAAGAC 0

Bbvl GCAGCNNNNNNNN! 6 1873 1970 2641 2644 2850
3544

Bbvl I NNNNNNNNNNNNGCTGC 7 579 1802 2114 2132 2551
3090 3153

Bbvl | GAAGACNN! 0

Bbvl | I NNNNNNGTCTTC 1 4093

Becef | ACGGCNNNNNNNNNNNN! 8 208 340 442 481 535

601 1130 2724

Becef | I NNNNNNNNNNNNNGCCGT 2 768 1556

Bcgl I' GCANNNNNNTCG 1 227

Bcgl I CGANNNNNNTGC 1 3630

Bel | T! GATCA 0

Benl CC! SGG 9 558 627 702 924 1868
1903 2602 3298 3649

Bf al Cl TAG 6 953 1701 1810 2717 2970
3305

Bfrl C! TTAAG 0

Bgl | GCCNNNN! NGGC 2 630 3235

Bgl I | Al GATCT 0

Bi nl I NNNNNGATCC 8 123 487 861 2783 2869
2967 3431 3752

Bi nl GGATCNNNN! 5 130 136 2871 2968 3748

Bl nl C! CTAGG 0

Byl GDGCH! C 9 185 245 558 626 1675
2042 2540 3701 3786

Bpm I CTCCAG 1 3199

Bpm I CTGGAG 1 1304

Bpul102I GC! TNAGC 1 844

BsaAl YAC! GTR 2 349 1976

BsaBl GATNN! NNATC 2 127 257

BsaHI GR! CGYC 3 801 3652 4034

Bsal GGTCTCN! 0

Bsal I NNNNNGAGACC 2 146 3176

Bsaldl C! CNNGG 13 132 246 387 399 459
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496 625 783 1435 1436
1505 1684 2382
BseAl T! CCGGA 1 1200
BsePI I GCGECCC 0
Bsgl I GTGCAG 0
Bsgl I CTGCAC 1 652
Bsi El CERY! CG 5 547 634 2562 3485 3634
Bsi W Cl GTACG 0
Bsi Yl CCNNNNN! NNGG 11 238 239 518 633 715
1436 1873 2244 2262 2428
2707
Bsl | CCNNNNN! NNGG 11 238 239 518 633 715
1436 1873 2244 2262 2428
2707
BsmAl I GTCTC 2 1422 3946
BsmAl I GAGAC 3 151 1870 3181
Bsml GAATCCN! 2 1197 1604
Bsml G CATTC 0
Bsp1286I GDGCH! C 9 185 245 558 626 1675
2042 2540 3701 3786
BspDl AT! CGAT 0
BspEl T! CCGGA 1 1200
BspHI T! CATGA 3 2942 3950 4055
BspM ACCTGCNNNN! 2 653 660
BspM I NNNNNNNNGCAGGT 0
BspM | T! CCGGA 1 1200
BspW GCNNNNN! NNGC 16 34 207 324 594 630
795 840 958 982 1545
2046 2096 2161 2275 2847
3235
Bsr FI Rl CCGGY 2 633 3195
Bsr | ACTGGN! 6 1011 1748 2002 2630 2643
3591
Bsr | Cl CAGT 9 601 870 1451 1969 2755
3161 3279 3322 3761
BssHI | @ CGCeC 0
Bst 11071 GTAI TAC 1 1995
Bst Bl TT! CGAA 0
Bst El | G GINACC 0
Bst | G GATCC 1 128
Bst NI CCl WEG 12 248 400 449 461 476
497 1381 1437 1685 2250
2371 2384
Bst PI G GTNACC 0
Bst Ul CGa CG 9 597 1823 1825 1928 2269
2850 3180 3673 4005
Bst Xl CCANNNNN! NTGG 0
Bst Yl Rl GATCY 9 128 492 866 2863 2874
2960 2972 3740 3757
Bsu36l CC!l TNAGG 0
Chi | TT! CGAA 0
Cerl Cl TCGAG 1 2
Cel I'l GC! TNAGC 1 844
Cf ol CGCaE C 16 408 597 1825 1928 1958
2099 2132 2402 2469 2569
2743 2852 3245 3338 3675
4007
Cfr 10l Rl CCGGY 2 633 3195
Cfr13l G GNCC 12 278 521 613 718 787
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820 1746 3157 3236 3253
3475 4091

Cirol Cl CCGGG 0

ofrl Y GGCCR 6 193 544 598 631 1469
3503

d al AT! CGAT 0

Cpol CG GWCCG 0

Csp45I TT! CGAA 0

Cspl CG GSCCG 0

ovi Jl RG CY 70 137 195 279 327 393
432 522 546 556 600
614 633 679 705 779
789 817 822 834 843
848 952 956 976 985
1104 1117 1162 1233 1384
1429 1471 1583 1704 1730
1748 1815 1864 1883 1916
1961 2001 2145 2164 2237
2248 2266 2292 2390 2526
2531 2556 2635 2700 2711
2754 2783 3103 3146 3158
3199 3225 3229 3238 3304
3394 3404 3467 3505 4092

ovnl CCl TNAGG 0

Ddel Cl TNAG 12 | 844 881 977 1425 1731
1787 2032 2497 2906 3072
3612 4038

Dpnl GAl TC 21 124 130 260 269 494
569 734 868 2790 2865
2876 2884 2962 2974 3079
3420 3438 3484 3742 3759
3795

Dpnl | I GATC 21 122 128 258 267 492
567 732 866 2788 2863
2874 2882 2960 2972 3077
3418 3436 3482 3740 3757
3793

Dr al TTT! AAA 5 | 1124 1463 2981 3000 3692

Drall RG GNCCY 1 | 4091

Dralll CACNNN! GTG 0

Drdl GACNNNN! NNGTC 2 | 1917 2330

Dsal C! CRYGG 3 132 783 1505

DsaV I CCNGG 21 | 246 398 447 459 474
495 556 625 700 922
1379 1435 1683 1866 1901
2248 2369 2382 2600 3296
3647

Eael Y! GGCCR 6 193 544 598 631 1469
3503

Eagl C! GGCCG 2 | 544 631

Eami105I GACNNN! NNGTC 1 | 3115

Ear | I CTCTTC 2 | 2099 3903

Ear | | GAAGAG 0

Ecl 1361 | GAG CTC 0

Ecl XI C! GGCCG 2 | 544 631

Eco105! TAC! GTA 0

Eco31l GGTCTCN! 0

Eco31l I NNNNNGAGACC 2 146 3176

Eco47l G GICC 3 | 718 3253 3475
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Eco47I | AGC! GCT 0
Eco52I Cl GGCCG 2 | 544 631
Eco57! I CTGAAG 4 | 616 691 828 2748
Eco57! I CTTCAG 1 | 3796
Eco81l CCl TNAGG 0
EcoNI CCTNN!I NNNAGG 0
Eco0109I RG GNCCY 1 | 4091
Eco065I G GTNACC 0
EcoRl G AATTC 0
EcoRl | I COWGG 12 | 246 398 447 459 474
495 1379 1435 1683 2248
2369 2382
EcoRV GATI ATC 0
EcoT14l Cl OWAGG 2 132 1505
EcoT22l ATGCAl T 0
EcoT38l GRGCY! C 1 | 558
Ehel GGl &CC 0
Espal CGTCTCN! 1 | 1428
Espal I NNNNNGAGACG 1 | 1865
Espl GCl TNAGC 1 | 844
Fbal TI GATCA 0
Finl I GTCCC 1 | 603
Finl I GGGAC 0
FnudHi GCl NGC 31 | 277 430 547 593 598
631 780 790 804 920
1546 1805 1816 1862 1959
2012 2128 2146 2149 2267
2422 2565 2630 2633 2839
3104 3167 3506 3533 3628
3857
FokI GGAT GNNNNNNNNN! 1 | 1910
FokI I NNNNNNNNNNNNNCATCC 6 | 287 344 1184 3081 3262
3549
Fspl TGC! GCA 1 | 3337
Gdill I NNNNNYGGCCG 3 | 538 625 3497
Gdill CGGCCRN! 4 | 199 550 604 637
Gsul I CTCCAG 1 | 3199
Gsul I CTGGAG 1 | 1304
Hael WGG COW 6 137 1384 1471 2237 2248
2700
Hael | RGCGC! Y 2 | 2100 2470
Hael 1| GG cC 24 | 137 195 279 522 546
600 614 633 779 789
822 1117 1162 1384 1471
1748 2237 2248 2266 2700
3158 3238 3505 4092
Hapl | Cl CGG 20 | 354 558 627 634 702
923 1159 1201 1329 1868
1902 2429 2576 2602 2792
3196 3230 3297 3407 3649
Hgal GACGCNNNNN! 3 | 809 2333 2911
Hgal I NNNNNNNNNNGCGTC 2 | 1917 3641
Hgi Al GAGCW C 4 | 2042 2540 3701 3786
Hgi El | I ACCNNNNNNGGT 2 | 2041 2802
Hhal G&Ca C 16 | 408 597 1825 1928 1958
2099 2132 2402 2469 2569
2743 2852 3245 3338 3675
4007
H nil GRI CGYC 3 | 801 3652 4034
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Hi nP1l G ccC 16 406 595 1823 1926 1956
2097 2130 2400 2467 2567
2741 2850 3243 3336 3673
4005
Hi ncl | GTY! RAC 0
Hi ndl Il Al ACCTT 1 832
Hi nf G ANTC 9 56 853 944 1554 1695
2122 2197 2593 3110
Hpal GIT! AAC 0
Hpal | Cl CGG 20 354 558 627 634 702
923 1159 1201 1329 1868
1902 2429 2576 2602 2792
3196 3230 3297 3407 3649
Hphl GGT GANNNNNNNN! 12 277 499 951 1240 1248
1384 1452 1786 1844 1853
3601 3842
Hphl I' NNNNNNNTCACC 8 388 1246 1440 1494 2958
3185 3807 4096
Kasl G GCECC 0
Kpnl GGTAC! C 0
Ksp632I CTCTTCN 2 2106 3910
Ksp632I I NNNNGAAGAG 0
Kspl CCaC! GG 0
Mael Cl TAG 6 953 1701 1810 2717 2970
3305
Mael | Al CGT 8 348 1291 1466 1975 2925
3341 3714 4034
Mael | | I GTNAC 13 500 1261 1366 1876 1971
2578 2641 2757 3040 3371
3429 3582 3770
Marml GATNN! NNATC 2 127 257
Mool I GATC 21 122 128 258 267 492
567 732 866 2788 2863
2874 2882 2960 2972 3077
3418 3436 3482 3740 3757
3793
Mool | GAAGANNNNNNNN! 4 268 502 706 2884
Mool | I NNNNNNNTCTTC 7 1479 2093 2955 3710 3788
3897 4093
Mer | I CCRYCG 5 543 630 2558 3481 3630
M el I CAATTG 1 59
M1 R! GATCY 9 128 492 866 2863 2874
2960 2972 3740 3757
M ul Al CCCGT 0
Mrel I TCCRAC 2 2411 2595
Mrel I GTYGGA 0
vhl | CCTCNNNNNNN! 13 148 322 466 694 820
890 1829 1859 2121 2404
3282 3488 11
vhl | I NNNNNNNGAGG 21 93 112 171 216 231
255 264 381 414 570
708 732 735 768 1049
1700 2329 2653 3053 3134
4081
M ol T! CCGGA 1 1200
Mecl TGGE CCA 1 1471
Msel TI TAA 18 96 110 836 1123 1462
1604 1656 1677 2003 2928
2980 2985 2999 3052 3287
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3326 3691 4063

Ve pl Cl CGG 20 354 558 627 634 702
923 1159 1201 1329 1868
1902 2429 2576 2602 2792
3196 3230 3297 3407 3649

Vet | TGC! GCA 1 | 3337

MEEI | CCl TNAGG 0

munl Cl AATTG 1 60

Wal CCl WG 12 248 400 449 461 476
497 1381 1437 1685 2250
2371 2384

Ml Ca CG 9 597 1823 1825 1928 2269
2850 3180 3673 4005

Nael GCCl G&C 1 635

Nar | G3 OCC 0

NCi | CCl SGG 9 558 627 702 924 1868
1903 2602 3298 3649

Ncol Cl CATGG 2 132 1505

Ndel CAl TATG 1 | 2045

Ndel | I GATC 21 122 128 258 267 492
567 732 866 2788 2863
2874 2882 2960 2972 3077
3418 3436 3482 3740 3757
3793

NgoM G COGGC 1 633

Nhel G CTACC 1 952

Nalll CATG 18 136 160 322 739 1279
1509 1570 1591 1861 1966
2226 2946 3437 3447 3525
3561 3954 4059

N al v GGNI NCC 17 130 184 244 280 328
523 555 562 638 1672
2254 2293 3065 3159 3200
3411 4001

Not | GC! GBOOGC 0

Nr ul TCG CGA 0

Nsi | ATGCAI T 0

Nsp(7524)1 |RCATG Y 3 322 1861 2226

Nsp(7524)V |TT! CGAA 0

NspBI | CMG CKG 7 549 1104 1548 1934 2564
2809 3750

Nspl | GDGCH! C 9 185 245 558 626 1675
2042 2540 3701 3786

Nspl I | Cl YCGRG 2 2 386

Nspl V G G\NCC 12 278 521 613 718 787
820 1746 3157 3236 3253
3475 4091

Nunl | cceces 0

Pacl TTAAT! TAA 0

PaeR71 Cl TCGAG 1 2

Pal | GG CC 24 137 195 279 522 546
600 614 633 779 789
822 1117 1162 1384 1471
1748 2237 2248 2266 2700
3158 3238 3505 4092

PIIM CCANNNN! NTGG 1 | 1436

Pl el GAGTCNNNN! 1 | 2601

Pl el I NNNNNGACTC 4 847 1689 2116 3104

PmaCl CAC! GTG 0




Prrel GITT! AAAC 0

Pm | CAC! GTG 0

PpuM RGE GACCY 0

PshAl GACNN! NNGTC 0

Pst | CTCCA! G 0

Pvul CGAT! CG 1 3485

Pvul | CAG CTG 1 1104

Rmal Cl TAG 6 953 1701 1810 2717 2970
3305

Rsal GT! AC 9 323 347 482 575 773
1083 1621 2030 3595

Rsr | G AATTC 0

Rsrl | CGE GWCCG 0

Sacl GACCT! C 0

Sacl | CCeCl GG 0

Sal | G TCGAC 0

Sau3Al I GATC 21 122 128 258 267 492
567 732 866 2788 2863
2874 2882 2960 2972 3077
3418 3436 3482 3740 3757
3793

Sau96l G GNCC 12 278 521 613 718 787
820 1746 3157 3236 3253
3475 4091

Saul CC! TNAGG 0

Scal AGT! ACT 2 1621 3595

Scr Fl CCl NGG 21 248 400 449 461 476
497 558 627 702 924
1381 1437 1685 1868 1903
2250 2371 2384 2602 3298
3649

Sdul GDGCH! C 9 185 245 558 626 1675
2042 2540 3701 3786

Secl C! CNNGG 13 132 246 387 399 459
496 625 783 1435 1436
1505 1684 2382

Sex| I CTCGAG 1 1

Sf aNl GCATCNNNNN! 10 219 366 735 1047 1720
2023 2099 2319 3371 3811

Sf aNI I NNNNNNNNNGATGC 6 519 687 1532 1888 2059
3562

Sfcl C! TRYAG 3 2487 2678 3356

Sfil GGCCNNNN!I NGGCC 0

Sf ul TT! CGAA 0

Sgr Al CR! CCGGYG 0

Si nl G GACC 3 718 3253 3475

Sral CCCl GGG 0

SnaBI TAC! GTA 0

Snal I GTATAC 1 1992

Snol G TGCAC 3 2038 2536 3782

Spel Al CTAGT 0

Sphl GCATG C 0

Spl | C! GTACG 0

Srfl GCCC! GGEC 0

Sse83871 CCTGCA! GG 0

Sspl AAT! ATT 2 1516 3919

Sst | GACCT! C 0

Sstl | CCCcCl GG 0

Sstlll I ACGT 8 347 1290 1465 1974 2924
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3340 3713 4033
St ul AGGE CCT 0
Styl Cl CWAGG 2 132 1505
StySJl I' GAGNNNNNNGTRC 1 2019
StySJl I' GYACNNNNNNCTC 0
Swal ATTT! AAAT 0
Taql TI CGA 10 3 177 237 261 270
714 729 1736 2322 3766
Taql | GACCGANNNNNNNNNNN! 2 164 3648
Taql | I' NNNNNNNNNTCGGTC 2 2124 3463
Taql | CACCCANNNNNNNNNNN! 2 260 3801
Taql | I NNNNNNNNNT GGGT G 2 1428 3818
Tl G AWC 4 56 944 1554 2197
Thal Ca CG 9 597 1823 1825 1928 2269
2850 3180 3673 4005
Tsp45l I GTSAC 4 1876 1971 3371 3582
TspEl FAATT 13 18 45 60 77 89
107 837 1204 1609 1648
2982 3288 3543
Tt h111l GACNI NNGTC 1 1969
Tth1l11ll CAARCANNNNNNNNNNN! 4 389 782 2812 2851
Tth1l11ll I NNNNNNNNNTGYTTG 2 1756 2819
Tt hHB8I TI CGA 10 3 177 237 261 270
714 729 1736 2322 3766
Van91l CCANNNN! NTGG 1 1436
Vspl AT! TAAT 1 3287
Xbal T! CTAGA 1 1809
Xem I CCANNNNNNNNNTCG 0
Xeyl Cl CCCEG 0
Xhol Cl TCGAG 1 2
Xhol | R GATCY 9 128 492 866 2863 2874
2960 2972 3740 3757
Xmal Cl CCCEG 0
Xmal 11 Cl GGECCG 2 544 631
Xmml GAANN! NNTTC 1 3714
Xor 'l CGAT! CG 1 3485




