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pPS-CFP2-N vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). MCS

sequence shown in frame, amino acids coded by MCS shown in black.

Asel Bgl 1

I I
TAGTTATTAATAGTAATCAATTACGGGGT CATTAGT TCATAGCCCATATAT GGAGT TCCGCGT TACATAACT TACGGT AAATGECCCGCCT GECTGACCG

N N R R R R N Rt N R N RN AR N AN n TR AN AR RRRE DA NRRAN R
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT ATCGGGT ATATACCT CAAGGCGCAATGTATTGAATGCCAT TTACCGGGCGGACCGACTGGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCAT TGACGT CAATAAT GACGTATGI TCCCATAGT AACGCCAATAGCGACT TTCCATTGACGT CAATGGEGT GGAGTATTTACGGT

O N R R R A RN N Rt N e N AN AR AN A RN A NEA RN vy
GGGT TGCTGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGCGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAAT GCCA

Bgl 1 Ndel Aat 2 Bgll Bnrl

I I I I I
AAACTGCCCACT TGECAGT ACATCAAGT GTATCATATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECATTATGCCCAGTA

200 [T EEEee ==t e e e e e e e e e e 300
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGGATAACT GCAGT TACT GCCAT T TACCGGGCGGACCGTAATACGGGT CAT

SnaBl1 Ncol

I I
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGTGATGCGGT TTTGECAGI ACAT CAAT GGGCGT GGA

L R R R R R R N R N N N A NN AR EANERER N R nARAA A
GT ACTGGAATACCCT GAAAGGAT GAACCGT CAT GTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1
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Aat 2

Eci 1
I

I
TAGCGGT TTGACT CACGGGGATTTCCAAGT CTCCACCCCAT TGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

401 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 500
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGT AACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel

ACAACT CCGCCCCAT TGACGCAAAT GGGECGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGAT COGCTAGCGCTA

1O R R R R A R A A NN A AR AR AR AR

AANERRRR

TGT TGAGGCGGEGEGTAACTGCGT T TACCCGCCAT CCGCACAT GCCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGECAGT CTAGHCGAT CGCGAT

PS- CFP2 >

Nar 1
Agel Kas1|

|
Xhol H nd3 EcoRl Sal 1 Kpnl || [
BpuEl Bl 2 | Sacl | Bst Bl | Pst 1| Acc65 | [ [
I I 11 11

1 1

L A L

I I | |
CCGGACT CAGATCT CGAGCT CAAGCT TCGAATTCT GCAGT CGACGGT ACCGCGGGCCCGGGATCCACCGGT CGCCACCAT GAGCAAGGGECGCCGAGCTGT

600

L N A Rt R R R AR A A AR N AN AR ey

PS- CFP2 >P DS DL EL KLRI L QSTVPRARDWPPVATMS K G

Bsr Bl
Mscl Bcgla|

GCCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GECECCCGEECCCT AGGT GACCAGCGGT GGTACT CGT TCCCGCGECTCGACA

A E L

I
TCACCGGCAT CGTGCCCATCCT GATCGAGCT GAAT GGOGAT GTGAAT GGOCACAAGT TCAGCGT GAGCGGECGAGEGECGAGEGECGAT GCCACCTACGGCAA
LA N R R N R A R N RN RN AR A RN AR R AR AN -
AGT GGCCGT AGCACGGGT AGGACT AGCT CGACT TACCGCTACACT TACCGGT GT TCAAGT CGCACT CGCCGCT CCCGCT CCOGCTACGGT GGATGCCGT T
PS- CFP2 >F T GI VPIl LI ELNGDVNGHEKTFSVSGETGETGDATY GK
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PS- CFP2

PS- CFP2

PS- CFP2

PS- CFP2

PS- CFP2

Mscl
Bsgl Bst X1 |

Bcglb | Eco57 Al el | | BpulO Btsl

801

>

I I 1 I I
GCTGACCCT GAAGT TCATCTGCACCACCGGCAAGCT GCCT GTGCCCT GBOCCACCCT GGT GBCCACCCT GAGCTACGGOGT GCAGT GCT TCTCACGCTAC

R N R R N R RN AN Rt AR AN AR R EEE AR R A ANy
CGACTGGGACT TCAAGTAGACGT GGT GGCCGT TCGACGGACACGGEGACCGEGT GRGACCACCGGT GRGACT CGAT GCCGCACGT CACGAAGAGT GCGATG
L TLKFI1I CTTOGKLZPVPWPTLVATLSYGVYQCTFSTR RY

Bsgl Bsu36

901

>

I I

CCCGATCACATGAAGCAGCACGACT TCTTCAAGAGCGCCAT GOCT GAGGGECT ACAT CCAGGAGCGCACCAT CTTCT TCGAGGAT GACGGCAACTACAAGA
R R A R R A A R AN RN AR R ERA AR AR AR vy
GGGCTAGT GTACT TCGTCGT GCTGAAGAAGT TCT CGOGGT ACGGACT CCOGAT GTAGGT CCTCGCGT GGTAGAAGAAGCTCCTACTGCCGT TGATGT TCT
PDHMEKO QQHDTFFKSAMPEGYI|! QERTI FFEDTDTGN YK

BssH2 Baelb Baela

1001

I I I
CGCGCGCCGAGGT GAAGT TCGAGGGECGAT ACCCT GGT GAGT CGCAT CGAGCT GACCGGCACT GAT T TCAAGGAGGAT GGCAACAT CCTGGGCAATAAGAT

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1100
GCGCGOGGCT CCACT TCAAGCT COCGCT ATGGGACCACT CAGOGT AGCT CGACT GBCCGT GACT AAAGT TCCTCCTACCGT TGTAGGACCCGT TATTCTA

>T R A E V K F EGDTULV SRI EL T GTDUZFKEUDGNI L GNK M

1101

1201

>

Bsr Gl Sfil
Al el | Bgl 1 Eci 1
I I
GGAGTACAACTACAACGCCACCAATGT GTACAT CGT GGCCGACAAGGCCAGGAAT GGCAT CAAGGT GAACTTCAAGGT CCGCCACAACAT CAAGGATGGEC
FEETTETET* et =e e et ettt e e =ttt =ee e r*=errrrrrr* 1200
CCTCATGTTGATGT TGCGGTGGT TACACATGTAGCACCGGECTGT TCCGGTCCTTACCGTAGT TCCACTTGAAGT TCCAGGCGGTGTTGTAGT TCCTACCG
E Y NYNATNVY Il V A DI KA ARNUGI KVNUFIKVRHNI K D G

Pvu2 Bsgl

I
AGCGT GCAGCT GGOCGACCACT ACCAGCAGAAT ACCCCCAT CGECGAT GGOCCT GT GCTGCT GOCCGATAACCACT ACCT GT CCACCCAGAGCGCCCTGT
R A R R R N A N AR N A Rt AN A N AR N vy
TCGCACGT CGACCGGCT GGT GATGGT CGT CT TAT GEGGGT AGCCGCT ACCGEGACACGACGACGGGCTAT TGGT GATGGACAGGT GEGT CTCGOGGGACA
SVQLADHYQQNTPI GDGPVLLPDNHYLSTOQSA AL
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PS- CFP2

Not 1

EcoN1 Xhol Pf 1 ML Bsr GL Eagl

1301

>

1401

1501

1601

1701

1801

I I I I I
CCAAGGACCCCAACGAGAAGCGCGAT CACATGAT CTACCT CGAGT TCGT GACCGCOGCCGOCAT CACCCACGGCAT GGATGAGCT GTACAAGTAAAGCGG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1400
CCTGGGGT TGCTCT TCGOGCTAGT GTACTAGATGGAGCT CTGGCGGECGGCGGT AGT GBGT GCOGTACCTACT CGACATGT TCATTTCGCC
S K DPNEJKRDUHMI Y L E F v T AAAI THGMD E L Y K *

Xbal BsaBl Dral
I I I
CCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCT GAAACATAAAATGA

R N R N N R N N RN RN NN EE RN oy
GGCGCTGAGATCTAGTATTAGT CGGTATGGTGT AAACAT CTCCAAAAT GAACGAAAT TTTTTGGAGGGT GT GGAGGGGGACT TGGACT TTGTATTTTACT

Bsmil
M el| Hpal Psi 1 Bt sl Bsmil

| | | | |
ATGCCAATTGTTGTTGI TAACTTGI TTATTGCAGCT TATAAT GGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCA

R R R N N N R R N m AR RN A NN R AR RN ety
TACGT TAACAACAACAAT TGAACAAATAACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGT GT TTAAAGTGT TTATTTCGTAAAAAAAGT GACGT

Afl 2 Sspl
I I
TTCTAGTTGTGGT TTGI CCAAACTCATCAATGTATCTTAAGCCGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAG
R R R A R R R N R e R A nEE AN m N e ey
AAGATCAACACCAAACAGGT TTGAGTAGT TACATAGAAT TCCGCATTTAACATTCGCAAT TATAAAACAAT TTTAAGCGCAATTTAAAAACAATTTAGTIC
Psi 1

I
CTCATTTTTTAACCAATAGGCCGAAAT CGGCAAAATCCCT TATAAAT CAAAAGAATAGACCGAGATAGGGT TGAGT GT TGT TCCAGT TTGGAACAAGAGT
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1800

GTAAAAAATT TCCCAACTCACAACAAGGTCAAACCT

TATCCGECTTTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTA

BsaXb Drdil BsaXa Dr a3
I I I I
CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGAT GGCCCACTACGT GAACCATCACCCTAATCAAGT TTTTTGG

R A A R R R R AR R A AN N AR R Sy
GGTGATAATTTCTTGCACCTGAGGT TGCAGT TTCCOGCT TT T TGGCAGATAGT CCOGCTACCGGGT GATGCACT TGGTAGT GGGAT TAGT TCAAAAAACC
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1901

2001

2101

2201

2301

Nael
NgoM4 |
[ |
GGTCGAGGTGCCGTAAAGCACTAAAT CGGAACCCTAAAGGGAGCCCCCGATTTAGAGCT TGACGGGEGAAAGCCGECGAACGT GGCGAGAAAGGAAGEEAA
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2000
CCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCT CGGEGEGEGECTAAATCTCGAACTGCCCCTTTCGGECCGECT TGCACCGCTCTTTCCTTCCCTT
Bsr B1

I
GAAAGCGAAAGGAGCGEGECGCT AGEECGCT GGCAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAAT GCGCCGCTACAGEGECECG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2100
CTTTCGCTTTCCTCGCCOGCGAT COCGCGACCGT TCACAT CGOCAGT GOGACGCUGCAT TGGT GGT GTGEECGGOGCGAAT TACGCGGECGAT GTCCCGOGC

Bci V1
BspH1 |
BsrBl1 | |

|1 |
TCAGGTGGCACTTTTCGGEEGAAAT GT GCGCGGAACCCCTATTTGTI TTATTTTTCTAAATACATTCAAATAT GTATCCGCT CATGAGACAATAACCCT GAT

R R R R N R N nE N AN AR RRE AN AR iy
AGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAATAAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTA

Eci 1
Sspl Earl Bsu36 Pvu2 | BseYl

| | | | | |
AAAT GCTTCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GTGGAAT GT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCA

R N e R R R AR S A AR A R A A ety
TTTACGAAGTTATTATAACTTTTTCCTTCTCAGGACT COGCCT TTCTTGGTCGACACCT TACACACAGT CAAT CCCACACCT TTCAGGGGT CCGAGGGGT

Nsi 1 Nsi 1

Sphl | Sphl |
Bf r Bl | Bf r Bl |
BstAP | | SexAl BseY1l BstAP | |

||| | | |||
GCAGGCAGAAGTATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAGGT GT GGAAAGT CCOCAGGCT COCCAGCAGGCAGAAGT ATGCAAAGCAT GCATC

R A R R R R R N RN AR A A A ey
CGTCCGTCTTCATACGT TTCGT ACGT AGAGT TAAT CAGT CGT TGGT CCACACCT TTCAGGGGT CCGAGGGGT CGTCCGTCTTCATACGT TTCGTACGTAG
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2401

2501

2601

2701

2801

Eci 1l
Eci 1l Eci 1l Bnr 1| Eci 1l Ncol
I I |l I I
TCAATTAGT CAGCAACCATAGT CCCGCCCCTAACT CCGCCCAT CCCGCCCCTAACT CCGCCCAGT TCCGCCCATTCTCCGCCCCATGECTGACTAATTTT

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2500
GTTAATCAGT CGT TGGTATCAGGGOGGGGAT TGAGGOGEGT AGGGECGGGEGAT TGAGGBCGGGT CAAGGOGEGT AAGAGGCGGEGGT ACCGACT GAT TAAAA

Avr 2
Sfil St ul|
Bgl 1 BseR1 || dal

I | 1] I
TTTTATTTATGCAGAGGCCGAGGCCGCCT CGBCCT CTGAGCTAT TCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCT TTTGCAAAGATCGATCA

LECEEEEEETEE e ettt e e tr e =t e e e e e e == f et r > 2600
AAAAT AAAT ACGT CTCCGGCT CCGGOGGAGCCGRAGACT CGATAAGGT CTTCAT CACT CCT CCGAAAAAACCT COGGAT CCGAAAACGT TTCTAGCTAGT

BspML
BsaB1 Bf uAl1 Eagl

I I I
AGAGACAGGATGAGGATCGI TTCGCATGAT TGAACAAGAT GGAT TGCACGCAGGT TCTCCGGECCGCT TGGEGT GGAGAGGCTAT TCGGCTAT GACTGGGCA

R R A AR A A U R A R e A ey
TCTCTGTCCTACTCCTAGCAAAGCGTACT AACT TGT TCTACCTAACGT GOGT CCAAGAGGCCGEOGAACCCACCT CTCCGATAAGCCGATACT GACCCGT

Nar 1
Bnr 1 Kas1| Drdl

| I |
CAACAGACAAT CEECTGCTCTGATGCCGCCGT GT TCCGECT GT CAGCGCAGGEGEECECCCEGET TCTTTTTGT CAAGACCGACCT GTCCGGTGCCCTGAATG

N R R R R A R RN AR R AN RN AR ey
GTTGTCTGT TAGCCGACGAGACT ACGECGGECACAAGGOCGACAGT CBCGT CCCOGCGRECCAAGAAAAACAGT TCTGGCT GGACAGGCCACGGGACT TAC

Pvu2
Mscl Fspl [ PflF1

I I
AACT GCAAGACGAGGECAGCGCGECTAT CGT GECT GECCACGACGEEECGT TCCT TGCECAGCT GTGCTCGACGT TGT CACT GAAGCGEGAAGGCGACT GGCT

RN R R R A R R N R R A A A A ity
TTGACGT TCTGCTCOGT CGOGCCGATAGCACCGACCGGT GCT GCCCGCAAGGAACGOGT CGACACGAGCT GCAACAGT GACT TCGCCCTTCCCTGACCGA
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Eco57 Bci V1 Bsr D1

I I |
GCTATTGGGECGAAGT GCCGEEECAGGATCTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGT AT CCAT CAT GCCT GATGCAAT GCGGCGECTGCATACG

2901 [ LLEEEEErst e =t = e e e e e e e e e e 3000
CGATAACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CT T TCATAGGTAGT ACCGACT ACGT TACGCCGCCGACGTATGC

BspML Sapl
Bf uAl1 Ear 1l

I I
CTTGATCCGGCTACCT GCCCATTCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGATCAGGATGATCTGG

Lo N AN AR A AR R R A R R A AR r Rt
GAACTAGGCCGATGGACGGGT AAGCTGGT GGT TCGCT TTGTAGCGT AGCTCGCT CGT GCATGAGCCTACCT TCGGECCAGAACAGCTAGT CCTACTAGACC

BpuEl Sph1l Ncol
| | |
ACGAAGAGCAT CAGGGGECT CGCGCCAGCCGAACT GT TCGCCAGGECT CAAGGCGAGCAT GCCCGACGGECGAGGAT CT CGT CGT GACCCATGGECGATGCCTG
3101 3200

RN R A R R A AN R R R A R A R R R A A
TGCTTCTCGT AGT CCCCGAGCGCGGT CBGCT TGACAAGCGGT COGAGT TCCGCT CGTACGGGCT GCCGCT CCTAGAGCAGCACT GGGTACCGCTACGGAC

BseYl
Nael |
NgoM4 | | Rsr 2 Eci 1

| 1| I
CTTGCCGAATATCATGGT GGAAAATGGECCCCTTTTCTGGAT TCATCGACT GT GGCCGECT GGGT GTGGECGGACCGCTATCAGGACATAGCGT TGECTACC

3201 [ LLEEEREr=te et eee e e e e e et e e e e e 3300
GAACGGCTTATAGTACCACCT TT TACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGCCT GGOGATAGT CCT GTATCGCAACCGATGG

Sapl
Ear 1 Eco57 BssS1 Bsr B1

I I I I
CGTGATATTGCCTGAAGAGCT TGECGECGAAT GEECTGACCGCT TCCTCGT GCTTTACGGT AT CGCCGCT CCCGAT TCGCAGCGCATCGCCTTCTATCGCC

3301 [ LLELETEE=tr et e e = e et e e e e e 3400
GCACTATAACGACT TCTCGAACCGOCGCT TACCCGACT GBCGAAGGAGCACGAAAT GCCAT AGCGGCGAGGGCT AAGCGT CBCGT AGCGGAAGATAGCGG
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3401

3501

3601

3701

3801

3901

BssS1
BspML
Bsr B1 Bst B1 Bf uAl
I I I
TTCTTGACGAGI TCTTCTGAGCGGGACT CTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTC
FETETEEET=tEr et e et r et e r=errr e ter e er =t e et e er ettt er e =i 3500
AAGAACT GCTCAAGAAGACT CGCCCTGAGACCCCAAGCTTTACT GGCTGGT TCGCTGCGGEGT TGGACGGT AGT GCTCTAAAGCT AAGGT GGCGGCGGAAG
Nael
NgoMd | Bpmil
Bpnil | Avr2 |

| | ||
TATGAAAGGT TGECCTTCGGAATCGT TTTCCGEGACGCCGECT GGAT GAT CCT CCAGCGCGGEGEGAT CTCATGCTGGAGT TCT TCGCCCACCCT AGGGGEA

R N R N N R N R A N AR A A sty
ATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGBCCGACCT ACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGT GBGATCCCCCT

GGCTAACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTAT GACGGCAAT AAAAAGACAGAAT AAAACGCACGGT GT TGGGT CGTTTGT TCA
R R R A R R N AN R Ay
CCGATTGACT TTGTGCCT TCCTCTGT TATGGCCT TCCTTGGECGOGATACT GOCGT TATTTTTCTGT CTTATTTTGCGT GCCACAACCCAGCAAACAAGT

Bsal

I
TAAACGCGGEGEGT TCGEGT CCCAGGEGCT GGCACT CTGT CGATACCCCACCGAGACCCCAT TGEGGECCAATACGCCCGECGT TTCTTCCTTTTCCCCACCCCAC

R R R R A N R R Rt NN AR A AN AR R AR AR -y
ATTTGCGOCCCAAGCCAGGGT CCCGACCGT GAGACAGCTAT GGGGT GGCT CTGGGGT AACCCOGGT TATGOGGGCGCAAAGAAGGAAAAGGGGT GBGGTG

Bst AP
Al WN1 Bsu36 Dral
I I
CCCCCAAGT TCGGGT GAAGGCCCAGGGECT CGCAGCCAACGT CGEEECGEECAGECCCTGCCATAGCCTCAGGT TACTCATATATACT TTAGATTGATTTAA

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3900
GGGGGT TCAAGCCCACT TCOGGGT COCGAGOGT CGGT TGCAGCCCCGUCGT CCGGGACGGT ATCGGAGT CCAATGAGT ATATAT GAAAT CTAACTAAATT

Dral BspH1
| |
AACTTCATTTTTAATTTAAAAGGATCTAGGT GAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACTGAGCGT CAGA

R A N A A R R AR AN ety
TTGAAGTAAAAATTAAAT TTTCCTAGAT CCACT TCTAGGAAAAACTAT TAGAGT ACTGGT T T TAGGGAAT TGCACT CAAAAGCAAGGT GACTCGCAGTCT
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4001

4101

4201

4301

4401

4501

BpuEl

|
CCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGT AAT CTGCTGCT TGCAAACAAAAAAACCACCCCTACCAGCGGTGGTTTGT

R R R R R N N RN m NN RN RN E AR AR oy
GGGGCATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAACGT TTGT TTTTTTGGT GGOGAT GGTCGCCACCAAACA

Eco57

I
TTGCCCGATCAAGAGCTACCAACTCTTTTTCCGAAGGT AACT GECT TCAGCAGAGCGCAGATACCAAATACT GT CCTTCTAGT GTAGCCGTAGT TAGGCC

R A R R R R N R AN AN AR AR NN TR ey
AACGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGTCTCGOGT CTATGGT TTATGACAGGAAGAT CACAT CGGCAT CAATCCGG

Al wiN1 BpuEl

I I
ACCACTTCAAGAACT CTGTAGCACCGCCTACATACCT CGCTCTGCTAAT CCTGT TACCAGT GECT GCTGCCAGT GGCGATAAGT CGTGTCTTACCGEGT T

R A R R R N NN A RN R AR N N R AR TN RN AR AR sy
TGGT GAAGT TCT TGAGACAT CGT GGOGGAT GTAT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT GGCCCAA

ApalLl BseYl

| I
GGACTCAAGACGATAGT TACCGGAT AAGGCGCAGCGGET CEEECT GAACGEEEGEET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCTACACCGAACT G

R R R A R A R AR AR NN RN N RN AR AN N sty
CCTGAGT TCTGCTATCAATGGCCTAT TCCGOGT CGOCAGCCCGACT TGOCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCTTGCTGGATGTGECT TGAC

Bci V1
Eci 1 | BssS1

I
AGATACCT ACAGCGT GAGCTAT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGCAGGEGET CGGAACAGGAGAGCGCA

R A R R R R R N N N AN AR AN AT AR iy
TCTATGGATGT CGCACT CGATACT CTTTCGCGGT GCGAAGGGCT TCCCTCTTTCCGOCT GT CCATAGGCCAT TCGOCGT CCCAGCCT TGTCCTCTCGCGT

Drd1l BpuEl
| |
CGAGGGAGCT TCCAGGGEGEGAAACGCCTGGTATCTTTATAGT CCTGT CGGGT TTCGCCACCT CTGACT TGAGCGT CGATTTT TGT GATGCT CGT CAGGEGG

R R R R N R R N S A AN RN i nA Ny
GCTCCCT CGAAGGT CCOCCT TTGCGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT CCCCC
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Eci 1 BspLU

I I
GCGGAGCCTATGGAAAAACGCCAGCAACGCGECCTTTTTACGGT TCCTGECCTTTTGCTGECCT TTTGCTCACATGI TCTTTCCTGCGT TATCCCCTGAT

4601 [ [[LLEEEE=Errtrrrrterr e et ee e e e = e e et =t 4700
CGCCTCGGATACCT TTTTGOGGT CGT TGCGOCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAATAGGGGACTA

Nsi 1
Bfr Bl |

| |
TCTGTGGATAACCGTATTACCGCCATGCAT

4701 [ TLLLEETE=P et =i rprn= 4730
AGACACCTAT TGGCATAATGGCGGTACGTA

Found:

Aat 2 Acc65 Af el Afl 2 Agel Al el Al wN1 Apal ApalLl Asel Avr 2 Baela Baelb BantHil
Bcgla Bcglb Bci V1 Bf r B1 Bf uAl Bgl 1 Bgl 2 Bnr 1 Bpmi BpulO BpuEl Bsal BsaB1 BsaXa
BsaXb BseR1l BseYl Bsgl Bsnil BspH1 BspLU BspML Bsr Bl Bsr D1 Bsr GL BssH2 BssS1 Bst AP
Bst B1 Bst X1 Bsu36 Btsl dal Dral Dr a3 Drdl Eagl Ear 1l Eci 1 Eco57 EcoN1 EcoR1

Fspl H nd3 Hpal Kas1 Kpnl M el Mscl Nael Nar 1 Ncol Ndel Ngo4 Nhel Not 1

Nsi 1 PflF1 Pf1 ML Psi 1 PspOM Pst1 Pvu2 Rsr 2 Sacl Sac2 Sal 1 Sapl SexAl Sfil

Smal SnaB1 Sphl Sspl Stul Xbal Xhol

10
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Uni que:

Acc65 Af el
Bsal BsaXa
Hpal Kpnl

SexAl Smal

Not found:
Aar 1 Acl 1
Bst Z1 _Chi

PshAl Pvul

Excl uded by site

Accl Aci 1
BsaAl BsaH1
Bsr F1 BssK1l

Fok1 Hae?2
HoyC4  HpyCo
PpuML Rsal
TspR1

Afl 2

BsaXb

Mel

SnaBl1

Ahd1
EcoK
SanD1

Agel
BseR1
Ndel

Stul

Ascl
EcoRV
Sbhf 1

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Myo2
Sau96

Apal
BspLU
Nhel

Xbal

Asi S1
ScFRT
Scal

Al wl
BseMp
Bst Ul

Hhal

wvhl 1
Sf aN1

Apall

Bsr D1

Not 1

Bbs1
Fsel
Sgf 1

Apol
Bsi E1
Bst Y1
H nc2

Msel

Sfcl

Asel
BssH2

PflF1

BbvCl
FspAl
Sgr Al

Aval
Bsi H1
Bt gl
H nfl
Msl 1
Sm 1

Baela
Bst X1

Pf I ML

Bcl 1

§pe1

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

11

Baelb
dail

PspOM

Bl p1
| oxP
Srfl

Banl
BsmAl
Cvi J1i

Hpa2

Mo 1

Taql

BanH1
Dr a3

Pst1

BngB1
M ul
Swal

Ban2
BsnF1
Ddel
Hphl
Nci 1
Tat 1

Bcgla

EcoN1

Bsi W
Nrul
Pl Sce

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

Bcglb
EcoR1

Sacl

BsnB1l
Pacl
Xcml

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bgl 2
Fspl

Sac?

BspEl
Pnel
Xm1

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

Bpul0
H nd3

Sal 1

Bst E2
Pl 1

Bmel5
Bsr1
Fnu4H
Hpy C3
Pl el
Tsp50



