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pTurboGFP-destl vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS and MODC amino acids are shown in bold black.

Asel Bgl 1

| |
TAGTTATTAATAGT AATCAATTACGCGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GGCCCGECCTGECTGACCG

O R R e R R Rt R R N RN N n RN N EER R AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GOCAT T TACCGGGOGGACCGACT GGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGTATGT TCCCATAGT AACGCCAATAGCGACT TTCCAT TGACGT CAATGGEGTGGAGTATTTACGGT

KO R Rt R R R Rt R R N mmn AR RN N T A ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmr1l

| | | | |
AAACTGCCCACT TGECAGTACATCAAGT GTATCATAT GCCAAGT ACGCCCCCTAT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECAT TATGCCCAGTA

O R R R R R N N AR AN n A T e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

SnaB1 Ncol

| |
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGT GATGCGGT TTTGGCAGTACATCAAT GGGCGT GGA

O R R R R R R R R N N N R NN T RN NN AN EEE N nnA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGTAGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1
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Aat 2 Eci 1l

| |
TAGCGGT TTGACTCACGGGGAT T TCCAAGT CTCCACCCCAT TGACGT CAATGGGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGTCGTA

S N A A R R R N R RO n R A RN NN AN A el
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel
| |
ACAACTCCGCCCCATTGACGCAAAT GGGECGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCTGGT TTAGT GAACCGT CAGAT CAGCTAGCGCTA
SOL [P EEEr=trrr et e=err et et er=tr et e =t errr=er e et =t e e r=ere et et =terrrr =gyl {eoo
TGT TGAGGCGGEGEGTAACTGCGT TTACCCGCCATCCGCACATGCCACCCT CCAGATATATTCGT CTCGACCAAATCACT TGGCAGT CTAGACGATCGCGAT
Tur boGFP > L A L

Agel Ncol Bsr Bl

| |
CCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGGAGAGCGACGAGAGCGGCC

L0 R R R R R R R R R A AR A A i A e
(GGCCTGAGT CTAGAGCTCGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GBCGCCCGGEECCCTAGGT GGCCAGCGGT GGTACCT CTCGCT GCTCT CGOCGG
P DSDLETLIKLR RI LQSTVPRARDPTPVRAT

|

Xhol H nd3 EcoR1 Sal 1 Kpnl || |
BpuEl Bgl2 | Sacl | BstBl | Pst1| Acc65 | | [ ]
I I I I ] 11
| T

Ncol
BsaXa | BsaXb Chi Eci 1

| | | |
TGCCCGCCATGGAGAT CGAGT GCCGCAT CACCGGECACCCT GAACGCECGT GGAGT TCGAGCT GGT GGELCGECCGAGAGGEGECACCCCCGAGCAGEECCAECAT

LA R R R R N N R A AR AR AR mA AR e
ACGGGCGGTACCTCTAGCT CACGGCGT AGT GGCCGT GGGACT TGCCGCACCT CAAGCT CGACCACCCGOCGCCT CTCCCGT GBEGGCT CGT COCGGCGTA
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801

901

1001

1101

Pf 1 ML

PM 1 |

Nar 1 BspML | ]

Sapl Kas1| Bf uAl | ]
Ear 1 Eco57 [ ] Bl pl | | ] BseYl

I |1 |1 I
GACCAACAAGAT GAAGAGCACCAAAGGCGOCCT GACCT TCAGCCCCTACCT GCT GAGCCACGT GATGGGECTACGGCT TCTACCACT TCGGCACCTACCCC

R R R A N R A N A AR RN AR
CTGGTTGT TCTACTTCTCGT GGT T TCCGOGGGACT GGAAGT CGGEGGAT GGACGACT CGGT GCACT ACCCGAT GOCGAAGAT GGT GAAGCCGT GGATGEEG

Bsgl Xmm1 Bsgl Eco57 Pm 1
I I I I I
AGCGGCTACGAGAACCCCT TCCT GCACGCCAT CAACAACGGCGEGECTACACCAACACCCGCAT CGAGAAGT ACGAGGACGEGECGECGT GCTGCACGT GAGCT
U s A A R A
TCGCCGATGCTCT TGGGGAAGGACGT GCGGTAGT TGT TGCCGCCGATGT GGT TGTGEECGT AGCT CTTCATGCT CCT GCCGCCGCACGACGT GCACTCGA
Fsel
Nael
Eagl |
i
TCAGCTACCGCTACGAGGCCGECCGCGT GATCGGCGACT TCAAGGT GAT GGECACCGGECT TCCCCGAGGACAGCGT GATCT TCACCGACAAGATCATCCG
U s e R R R
AGT CGAT GGCGAT GCT CCGECCGEECECACTAGCCGCT GAAGT TCCACT ACCCGT GGCCGAAGGEGEGECT CCTGT CECACTAGAAGT GECTGT TCTAGTAGGEC
Ncol
BspML
Bf uAl
Bsgl Aar 1 BsaB1 Eco57 BsaXb

I I I I I
CAGCAACGCCACCGT GGAGCACCT GCACCCCAT GGGOGAT AACGAT CTGGAT GGCAGCT TCACCCGCACCT TCAGCCT GOGCGACGGECGGCTACTACAGC

R R R R R R R N R Rt N RN N AN REAA AR
GT CGT TGCGGT GBCACCT CGT GGACGT GGGGT ACCCGCTAT TGCTAGACCT ACCGT CGAAGT GBGOGT GGAAGT CGGACGCGCT GCCGCCGATGATGTCG

900

1000

1100

1200
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1201

1301

1401

1601

Sgr Al |
NgoM4 |

Eci 1
Apal |
Pst1 PspOM | |
I I I 1
TCCGT GGT GGACAGCCACATGCACT TCAAGAGCGCCAT CCACCCCAGCAT CCT GCAGAACGGEGEECCCCATGT TCGCCT TCCECCGLGT GGAGGAGGATC

R R R R R A R AR R AR AR e
AGGCACCACCT GTCGGT GTACGT GAAGT TCT CGOGGT AGGT GBGGT CGT AGGACGT CTTGCCCCCGGGGT ACAAGCGGAAGGOGGECGCACCT CCTCCTAG

BsaXa BseY1l

Xhol
BseR1 BseYl Bgl 2 | EcoRV Ncol

I I | I
ACAGCAACACCGAGCT GGGCAT CGT GGAGT ACCAGCACGCCT TCAAGACCCCGGAT GCAGAT GOCGGT GAAGAAAGAT CTCGAGATATCAGCCATGGCT T

N R R R R A R R AR N AR R AR A i
TGTCGTTGT GGCTCGACCCGT AGCACCT CATGGT CGTGOGGAAGT TCT GGGGECCTACGT CTACGGCCACT TCT TTCTAGAGCTCTATAGT CGGTACCGAA
RS RDI S HGF

Nael
Bst AP
Bsr Bl Pst 1 |

| | | |
CCCGECCCECEET GECEECECAGGAT GATGGECACGCT GCCCAT GT CT TGT GCCCAGGAGAGCGEGAT GGACCGT CACCCTGCAGCCTGTGCTTCTGCTAGG

R R R R R N R RN A R A AN AR AN ety
GGGCGEOCGCCACCGCOGOGT CCTACT ACCGT GCGACGGGT ACAGAACACGGGT CCTCT CGCCCT ACCT GBCAGT GBGACGT CGGACACGAAGACGATCC
PPAVAAQDDGTLUPMSCAQESGMDRHPAATCASAR

Eagl Xbal BsaB1 Dral

I I | I
ATCAATGTGT AGGATCGGCCGCGACT CTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACT TGCT T TAAAAAACCT CCCACACCTCCCCCTGA

R R A R NN R RN AN E RN R RN AR AR el
TAGT TACACATCCTAGCCGGCGCT GAGAT CTAGT AT TAGT CGGTAT GGT GTAAACAT CTCCAAAAT GAACGAAAT TTTTTGGAGGGT GT GGAGGGGGACT
I N Vv *

Bsmil

M el| Hpal Psi 1

|
ACCTGAAACATAAAATGAATGCCAATTGTTGTTGT TAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAA

LECTEEEE e e =t e = e et = e e = e e == e e == 1700
TGGACTTTGTATTTTACTTACGT TAACAACAACAAT TGAACAAATAACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGTGTTTAAAGTGT TTATT



www.evrogen.com

1701

1801

1901

2001

2101

2201

Bts1l Bsnil Afl 2 Sspl

I I I I
AGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGT CCAAACT CATCAAT GTATCT TAAGGCGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT T

R R R R R N NNt E RN mnE RN
TCGTAAAAAAAGT GACGTAAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TCCGCAT TTAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAA

Psi 1
I
AAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCGAAAT CGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGT TGAGTGTTGI T

R R R N R N R A N N EE R RN AR AN
TTTAAAAACAATTTAGT CGAGT AAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCCAACT CACAACAA

BsaXb Drdl BsaXa Dr a3

I I I I
CCAGT TTGGAACAAGAGT CCACTAT TAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTATCAGGGOGAT GGCCCACTACGT GAACCATCAC

R R Rt R R A N AN
GGTCAAACCT TGT TCTCAGGT GATAAT TTCTTGCACCT GAGGT TGCAGT TTCCOGCT TTTTGGCAGATAGT COCGCTACCGGGT GATGCACT TGGTAGT G

Nael
NgoM4 |
| |
CCTAATCAAGTTTTTTGGGEGT CGAGGT GCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT TTAGAGCT TGACGGGGAAAGCCGGCGAACGT

N R N R R Rt R R R A NN RN RRRARERE AR
GGATTAGT TCAAAAAACCCCAGCTCCACGGCAT TTCGT GAT TTAGCCT TGGGAT TTCCCTCGGGGGCTAAAT CTCGAACT GCCCCT TTCGGOCGCT TGCA

Bsr B1
I
GGCCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGEGEECECT AGGECELCTGECAAGT GTAGCGGT CACGCTGCGCGT AACCACCACACCCGECCGCECTTAAT

R R R R et R R A A A R R AR AR
CCGCTCTTTCCTTCCCTTCTTTCGCT TTCCTCGCCOGCGAT CCOGCGACCGT TCACAT CGOCAGT GOGACGCGCAT TGGT GGT GTGEGCGGOGCGAATTA

BspH1
BsrB1l |

GCGCCCCTACAGGECGCGT CAGGT GECACT TTTCGGGGAAAT GTGCGCGGAACCCCTATTTGT TTATTTTTCTAAATACAT TCAAATATGTATCCGCTCA

RN R R R R R e R N A N RN mEEN R nnE R
CGCGGOGAT GTCOCGCGCAGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAAT AAAAAGAT TTATGTAAGT TTATACATAGGCGAGT

1800

1900

2000

2100
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Bei V1
I

Sspl Earl

Bsu36
I

Eci 1
Pvu2 |

2301

2401

2501

TGAGACAATAACCCTGATAAATGCT TCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GT GGAATGT GT GT CAGT TAGGGT GTGGA

R R R R A A N R R N AR A RN R AN
ACTCTGTTATTGGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACT COGCCT T TCTTGGT CGACACCT TACACACAGT CAATCCCACACCT

Nsi 1
Sphl |
Bf rBl |
BseY1l Bst AP | | SexAl BseYl

I |11 I I
AAGT CCOCAGGCT COCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCT CAAT TAGT CAGCAACCAGGT GTGGAAAGT CCCCAGGCT COCCAGCAGGCAGAA

R R R N R R N A AR R RN AR AR
TTCAGGGGT CCGAGGGGT CGT CCGTCTTCATACGT TTCGTACGTAGAGT TAAT CAGT CGT TGGT CCACACCT T TCAGGGGT CCGAGGGEGT CGTCCGTCTT

Nsi 1
Sphl |
Bf rBl | Eci 1
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1

| 11 I I |l I
GTATGCAAAGCATGCATCTCAAT TAGT CAGCAACCATAGT CCCGCCCCTAACT COGCCCATCCCGCCCCT AACT CCGCCCAGT TCOGCCCATTCTCCGCC

N R R R Rt R AR AR RN
CATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGTAT CAGGGCGGGGAT TGAGGCGEGT AGGGCGGEGGAT TGAGGCGGEGT CAAGGCGGGT AAGAGGECGG

Avr 2
Sfil St ul]|

Ncol Bgl 1 BseR1 ||

2601

2701

I I | 1
CCATGGCTGACTAATTTTTTTTATTTAT GCAGAGGCCGAGGCCGCCT CGECCT CTGAGCTATTCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGEC

N R R R N RN R N E R R RN AR
GGTACCGACT GATTAAAAAAAATAAAT ACGT CT CCGGCT CCGBCGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT COGGATCCG

BspML
dail BsaBl1 Bf uAl Eagl

| | | |
TTTTGCAAAGAT CGATCAAGAGACAGGATGAGGATCGT TTCGCATGAT TGAACAAGAT GGAT TGCACGCAGGT TCTCCGECCECT TCEGT GGAGAGGCTA

R R A Rt N RN AR AR AR
AAAACGT TTCTAGCTAGT TCTCTGTCCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGOGAACCCACCT CTCCGAT

2400

2500

2600

2700

2800
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2801

2901

3001

3101

3201

Nar 1
Bnr 1 Kas1| Drdl

| || |
TTCGGCTATGACT GGGCACAACAGACAAT CGGECTGCTCTGATGCCGCCGT GT TCCGGECT GT CAGCGCAGGEGEGECGCCCGGT TCTTTTTGT CAAGACCGACC

R R R R A R A R AN AR NRNA RN
AAGCCGATACT GACCCGT GT TGT CTGT TAGCCGACGAGACT ACGGCGGCACAAGGCCGACAGT CGOGT COCCGCGGECCAAGAAAAACAGT TCTGGCTGG

Pvu2
Mscl Fspl | Pfl F1

| |
TGTCCGGTGCCCTGAAT GAACT GCAAGACGAGGCAGCGCGECTATCGT GGCT GEGCCACGACGGEECGT TCCTTACGCAGCTGT GCTCGACGT TGTCACTGA

N R R R R AN e R A AR R R RNEARR R AR
ACAGGCCACGGGACT TACT TGACGT TCTGCT COGT CGCGOCGATAGCACCGACCGGT GCT GCCCGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT

Eco57 Bci V1

| |
AGCGGGAAGGGACT GCCTCCTAT TGGECGAAGT GCCCEGECAGGAT CTCCTGT CATCT CACCT TGCTCCTGCCGAGAAAGT ATCCATCATGGCTGATGCA

R A R R R R N N N AN AN En AN
TCOGCCCTTCCCTGACCGACGAT AACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCTCTTTCATAGGTAGTACCGACTACGT

BspML
Bsr D1 Bf uAl

| |
ATGCGGECGECTGCATACGCT TGATCCGGCTACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGATGGAAGCCGGTCTTG

||I||I||I*|I||I||||*|||||I||I*|I||I||I|*I||I|||||*||||I||I|*I||I||I||*||I||||||*|||I||I||*||I||I||I*
TACGCCGCCGACGT AT GOGAACT AGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGT AGCGT AGCT CGCT CGT GCATGAGCCTACCT TCGGCCAGAAC

Sapl
Ear 1 BpuEl Sph1

| | |
TCGATCAGGATGATCTGGACGAAGAGCAT CAGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCCGACGEECGAGGATCTCGT CGT

R R R R N R RN NN R N R AN
AGCTAGTCCTACTAGACCTGCT TCTCGT AGT CCCCGAGCGCGGT CBGCT TGACAAGCGGT CCGAGT TCOGCT CGTACGGGCT GCCGCTCCTAGAGCAGCA

2900

3000

3100

3200

3300



www.evrogen.com

BseYl
Nael
Ncol NgoM4d | | Rsr 2

| | 1|
GACCCATGGCGATGCCTGCT TGCCGAATAT CATGGT GGAAAAT GGCCGCTTTTCTGGAT TCATCGACT GT GGCCGGECT GEGT GTGECGGACCGCTATCAG

Lo B R N R R R R A AR R NN A oy
CTGGGTACCGCTACGGACGAACGGCT TATAGTACCACCT TTTACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGCCT GGCGATAGT C

Sapl
Eci 1 Ear 1 Eco57 BssS1 Bsr Bl

| | | | |
GACATAGCCGT TGECTACCCGT GATAT TGCTGAAGAGCT TGECGECGAAT GEECTGACCCCTTCCTCGT GCTTTACGGT ATCGCCGCTCCCGAT TCGCAGC

3401 [ LLLEEErstrrerr =t et e e e e e e e e e e e 3500
CTGTATCGCAACCGAT GGGECACTATAACGACT TCTCGAACCGOCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCATAGCGGOGAGGGCTAAGCGTCG

BssS1
BspML
Bsr Bl Bst Bl Bf uAl

| | |
GCATCGCCTTCTATCGCCTTCTTGACGAGT TCTTCTGAGCGGGACT CTGGGEGT TCGAAAT GACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTC

O R R R ot N R N N R RN A RN AR ey
CGT AGCGGAAGAT AGCGGAAGAACT GCT CAAGAAGACT CGCCCT GAGACCCCAAGCT TTACT GGCT GGT TCGCT GCGGGT TGGACGGTAGT GCTCTAAAG

Nael
NgoM4 |
Bpnt |

| |
GATTCCACCGCCGCCTTCTATGAAAGGT TGGEECT TCGGAATCGT TTTCCGEGACGCCGGECT GGATGAT CCTCCAGCGCGEEGATCTCATGCTGGAGI TCT

3601 |II|II|II*II|II|II|*I|II|II|I*III|II|II*II|II|II|*I|II|II|I*III|II|II*II|II|II|*I|II|II|I*|II|II|II* 3700
AAGGT GGOGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGCCGACCTACT AGGAGGT CGOGCCCCTAGAGTACGACCTCAAGA

Bpmi
Avr 2
||
TCGCCCACCCT AGGGGEGAGGCTAACT GAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTAT GACGGCAATAAAAAGACAGAAT AAAACGCACGG

A N R R R R R R R A RN AN A RN ot
AGCGGGT GBGATCOCCCT COGAT TGACT TTGTGCCT TCCTCT GT TATGGCCT TCCT TGBGCGOGATACTGCCGT TATTTTTCTGT CTTATTTTGOGT GCC
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3801

3901

4001

4101

4201

4301

Bsal

|
TGITGGGTCGI TTGT TCATAAACGCGGEGEGT TCGGT CCCAGGEGECT GGCACT CTGT CGATACCCCACCGAGACCCCAT TGGGGECCAATACGCCCGCGT TTCT

N R R N R R Rt AN N RN R RN RN RN
ACAACCCAGCAAACAAGTATTTGCGOCCCAAGCCAGGGT CCCGACCGT GAGACAGCTAT GGGGT GGCT CTGGGGT AACCCOGGT TATGOGGGOGCAAAGA
Bst AP
Al wWNL Bsu36

| |
TCCTTTTCCCCACCCCACCCCCCAAGT TCGGEGT GAAGGCCCAGGECT CGCAGCCAACGT CGGEGEGECGEECAGGECCCT GCCATAGCCT CAGGT TACTCATATA

R R R A R R R e R AR R RRA RN
AGGAAAAGGGGT GBGGT GGGGGGT TCAAGCCCACT TCCGGEGT CCOGAGCGT CBGT TGCAGCCCOGCCGT COBGGACGGT ATCGGAGT CCAATGAGTATAT

Dral Dral BspHL
TACT TTAGATTGATTll'AAAACT TCATTTTTAATTll'AAAAGGATCT AGGTGAAGATCCT TTTTGATAATClT CATGACCAAAATCCCTTAACGTGAGTITTTC
N R R R N R A A N
ATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACT TCTAGGAAAAACTATTAGAGTACT GGTTTTAGGGAAT TGCACTCAAAAG
BpuEl
GIT TCCACTGAGCGT CAGACCCCGTAGAAAAGATCAAAGCGATCTTCTTGAGATCCTTTTTTTCT GC|GCGT AATCTGCTGCTTGCAAACAAAAAAACCACCG
AT GACT OGCAGT CTGAECATCT T TCTAGT T HCT AGAAGAACT CT AGBAAAAAAAGHOGOCCATT AGACGACTAACIST T FGT T 1T T GGG
Eco57
CT ACCAGCGET GGTTTGT T;FGCCGGATCA*AGAGCT ACCA*ACT CT TTTIFCE:GAAGGT AAC;F GGCT TCAGC;AGAGCGCAGA;FACCAAATAC;F GTCCTTCT A&B
(AT 3T OGOCACCAACAAACEEOCT AGT TCT AT 3T TGAGAAAAAGELT TCAT FGACOGAAGT OGTCTCBDGT CTATGT T AT CACAGGAAGATC
Al wiN1
TGTAGCCGTAGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGT G|GCT GCTGCCAGTGGCGATAA

N R A R N R R NN AR AN AARA N
ACATCGGCAT CAATCCGGT GGTGAAGT TCTTGAGACAT CGT GGCGGAT GTAT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTATT

3900

4000

4100

4200

4300

4400
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4401

4501

4601

4701

4801

BpuEl Apall BseY1l
| |
GICGTGT CTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGEGECT GAACGEEGEEGET TCGT GCACACAGCCCAGCT TGGAGCGA

R R A N R R R AN AN AR A Al
CAGCACAGAATGGCCCAACCT GAGT TCT GCTAT CAATGGCCTAT TCCGOGT CGCCAGCCCGACT TGCCCCCCAAGCACGT GT GT CGGGT CGAACCT CGCT

Bci V1
Eci 1 |
|
ACGACCTACACCGAACT GAGATACCTACAGCGT GAGCT AT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT ATCCGGT AAGCGGCAGGG

R R R N et N A N RN R AN AR R ARl
TGCTGGATGT GGCTTGACTCTATGGAT GT CGCACT CGATACTCT TTCGOGGT GCGAAGGGCT TCCCTCTTTCCGCCT GTCCATAGGCCAT TCGCCGTCCC

BssS1 Drdl

|
TCGGAACAGGAGAGCGCACGAGGEGAGCT TCCAGEEEGAAACGCCTGGTATCT TTATAGT CCTGT CGGGT TTCGCCACCTCTGACT TGAGCGTCGATTTTT

R R R R R e R A N N RN R N R R mEEA N R AR A e
AGCCTTGTCCT CTCGCGT GCTCCCTCGAAGGT COCCCT TTGCGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACTCGCAGCTAAAAA

BpuEl Eci 1 BspLU
| | |
GTGATGCTCGT CAGGGGEGEGECGGAGCCTAT GGAAAAACGCCAGCAACGCGECCTTTTTACGGT TCCTGECCTTTTGCTGGCCTTTTGCTCACATGITCTTT

R R N R R s R N AN AR AN -
CACTACGAGCAGT CCCOCCGCCTCGGATACCT TT T TGOGGT CGT TGCGOCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAA

Nsi 1
BfrBl |

| |
CCTGOGTTATCCCCT GATTCT GTGGATAACCGT AT TACCGCCATGCAT

RN AR R R AN R A AN AN R A
GGACGCAATAGGGGACTAAGACACCT AT TGECATAATGGCGGTACGTA

10
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Found:

Aar 1 Aat 2 Acc65 Af el Afl 2 Agel Al wiN1 Apal Apall Asel Avr 2 BantH1 Bci V1 Bf r B1
Bf uAl Bgl 1 Bgl 2 Bl pl Bnr 1 Bpni BpuEl Bsal BsaBl1 BsaXa BsaXb BseR1 BseYl Bsgl
Bsmil BspH1 BspLU BspML Bsr Bl Bsr D1 BssS1 Bst AP  BstB1 Bsu36 Btsl Chi dal Dral
Dr a3 Drdl Eagl Ear 1 Eci 1 Eco57 EcoR1 EcoRV Fsel Fspl Hi nd3 Hpal Kas1 Kpnl
M el Mscl Nael Nar 1 Ncol Ndel NgoM4 Nhel Nsi 1 Pfl F1 Pf I ML Pm 1 Psi 1 PspOM
Pst 1 Pvu2 Rsr 2 Sacl Sac?2 Sal 1 Sapl SexAl Sfil Sgr Al Smal SnaBl1 Sph1 Sspl

Stul Xbal Xhol Xm1l

Uni que:

Aar 1 Acc65 Af el Afl 2 Agel Apall Asel BantH1 Bl p1 Bsal BspLU BsrD1 Btsl _Chi

dal Dr a3 EcoR1 EcoRV Fsel Fspl Hi nd3 Hpal Kpnl M el Mscl Ndel Nhel Pfl F1

Pf I ML Rsr 2 Sacl Sac?2 Sal 1 SexAl Sfil Sgr Al Smal SnaB1 Stul Xbal Xmm1

11
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Not f ound:

Acl 1
Bsi W
M ul
Pl Sce

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Ahd1l
BsnB1l
Not 1
Xcnil

by site

Aci 1
BsaHl1
BssK1l

Hae?2
Hpy C5

Rsal

Al el
BspEl
Nrul

Ascl
Bsr G1
Pacl

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo2
Sau96

Asi S1
BssH2
Pmel

Al wl
BselR
Bst Ul

Hhal

whl 1
Sf aN1

Baela
Bst E2
PshAl

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

Baelb
Bst X1
Pvul

Aval
Bsi H1L
Bt gl
Hi nf 1
Msl 1
Sm 1

Bbs1
Bst Z1
SanD1

Ava?2
Bsl 1
Cac8
H nP1
MspAl
Styl

12

BbvCl

EcoK

Shf 1

Banl
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