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pTurboYFP-PRL-destl vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS and MODC amino acids are shown in bold black.

BanHl

Smal |

Apal| |

PspOM || |

Sac?| [ |

Xhol H nd3 EcoR1l Sal 1 Kpnl || [ ]

Afel BpuEl Bgl 2 | Sacl | BstBl | Pst 1| Acc65 | 1] [] | Agel
[ [ [ [ 1 [ 1 [ [ [ T1 [T 1 [
TAGI TATTACTAGCGCTACCGGACT CAGATCTCGAGCTCAAGCTTCGAATTCTGCAGT CGACGGT ACCGCGGECCCGGEGAT CCACCGG| CGCCACCATGA
PP E et e et e r=e e et et =rre e et e e e 100
ATCAATAATGATCGCGATGGECCT GAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GECGCCCGEECCCTAGGT GGCCAGCGGT GGTACT
MCS > L LIL AL PDSDULELIKILIRI L QSTVZPRARIDUPUZPV AT
Nar 1 Bsr D1
Kas1| Eco57 | Mscl Sac?2

|l || I I
GCAGOGGCGCCOCT GCT GT TCCACGGECAAGAT CCCCTACGT GGT GGAGAT GGAGGGECAAT GTGGAT GBCCACACCT TCAGCAT COGCGGCAAGGGCTACGG

KO B N R R R e Nt R N N A R AN RA N AR N A vy
CGT CGCOGCGGGACGACAAGGT GOOGT TCTAGGGGAT GCACCACCT CTACCT CCOGT TACACCT ACCGGT GT GGAAGT CGT AGGCGCCGT TCCCGATGCC
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Nar 1
Bsgl Bst E2 Kas1|
Bt gZ1 Bnr 1 Sgr Al Bt gZ1 Al el | Bpni Bnr 1] |

I I I I | | I |11
CGATGCCAGCGT GGGCAAGGT GGATGCCCAGT TCATCTGCACCACCGGOGAT GTGOCCGT GOCCT GGAGCACCCT GGT GACCACCCTGACCTACGGCGCC

O R R e A R A RN R AN AR RN AR RNy
GCTACGGT CGCACCCGT TCCACCTACGGGT CAAGT AGACGT GGT GGCCGCT ACACGGGCACGGGACCT CGT GGGACCACT GGT GGGACT GGATGCCGOGG

SpAcc
Xmm1 | Eco57 Sphi Bsgl
I I I
CAGT GCTTCGCCAAGT ACGGCCCCGAGCT GAAGGAT TTCTACAAGAGCTGCAT GCCCGAT GGCT ACGT GCAGGAGCGCACCAT CACCT TCGAGGGCGATG

L0 B R R R R R N R R R AR A NN R i AR e
GT CACGAAGCGGT TCATGCOCGGGGECT CGACT TCCTAAAGATGT TCT CGACGT ACGGGCT ACCGAT GCACGT CCTCGCGT GGT AGT GGAAGCTCCCGCTAC

Pf 1 ML

BseYl

PM 1 |

Bt gz1 Bst E2 Bsr GL Mscl Mscl |

I I I I |1
GCAATTTCAAGACCCGOGCCGAGGT GACCT TCGAGAAT GGCAGCGT GTACAAT CGOGT GAAGCT GAAT GGCCAGGGCT TCAAGAAGGAT GGCCACGT GCT

S R R R R R A A A RN A R AN AR el
CGT TAAAGT TCTGGGCGOGGCT CCACT GGAAGCT CTTACCGT CGCACAT GT TAGCGCACT TCGACT TACCGGT CCCGAAGT TCT TCCTACCGGT GCACGA

Bpmi
Bt sl| Sapl BssS1
SpDon || BsrGl Ear 1 Eco57 |
| | I I ||
GGGCAAGAATCTGGAGT TCAATTTCACCCCCCACT GCCTGT ACAT CT GGGGECGATCAGGCCAAT CACGGECCT GAAGAGCGCCT TCAAAATCTGCCACGAG

L0 R A R R R N N R AN RN R e
CCCGT TCTTAGACCT CAAGT TAAAGT GGGGGGT GACGGACAT GTAGACCCCGCTAGT CCGGT TAGT GOCGGACT TCTCGOGGAAGT TTTAGACGGT GCTC
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Apall Pni 1

| |
ATCACCGGCAGCAAGGGCGAT TTCATCGT GGCCGAT CACACCCAGAT GAAT ACCCCCAT CGGCGECGECCCCGT GCACGT GCCCGAGT ACCACCACATGA

L O N R R R R e R e R AR AR A AN AR
TAGT GGCCGT CGT TCCCGCTAAAGT AGCACCGGCTAGT GT GGGT CTACT TAT GGGGGT AGCCGCCGCCGEGEGCACGT GCACGGGCT CATGGTGGT GTACT

Bsal
P 1 Bl pl SpAcc| BssH2 Eco57

| I
GCTACCACGT GAAGCT GAGCAAGGATGT GACCGAT CACCGCGATAATAT GAGCCT GAAGGAGACCGT GCGCGCCGT GGAT TGCCGCAAGACCTACGACT T

A Rt N N Nt N AN AR AN N EREEN e RRNAA AN
CGATGGTGCACT TCGACTCGT TCCTACACT GGCTAGT GGCGCTAT TATACT CGGACT TCCTCT GGCACGCGCGGECACCTAACGGOGT TCTGGATGCTGAA

Nael

Bsal Sgr Al |

BspEl Bgl 2 Ncol NgoM4 |

| | | | |
CGACGCCGGT TCCGGAGATACAAGCT CCGGT CTCAGATCTCGAAT CAGCCAT GGCT TCCCGCCGEECGGT GEGCGGECGCAGGATGATGGCACGCTGCCCATG
801 [ ILLILEIE*TEr et =ttt =t eer et et e e ettt et e
GCTGCGGECCAAGGCCTCTATGT TCGAGGCCAGAGT CTAGAGCTTAGT CGGT ACCGAAGGGCGECCGCCACCGCCGECGT CCTACTACCGT GCGACGGGTAC
MODC S GLRSURI S HGFUPWPAVAAQQDUDSGTUL P M

Bst AP
Bsr Bl Pst 1 | Eagl Xbal BsaB1

I | I I
TCTTGTGOCCAGGAGAGCOGGGAT GGACCGT CACCCT GCAGCCTGT GCT TCTGCTAGGAT CAATGT GTAGGAT CGECCGOGACT CTAGAT CATAAT CAGCC

L N N R R R R R N R AN RN nnEA A
AGAACACGGGT CCTCTCGCOCTACCT GECAGT GBGACGT CGGACACGAAGACGAT CCTAGT TACACAT CCTAGCCGGOGCT GAGATCTAGTATTAGT CGG
MODC >S CAQESGMDRHPAACASARI NV *

Bsml
SpDon Dral M el| Hpal

| | |l |
ATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCT GAAACATAAAATGAATGCAATTGI TGTTGT TAACTTGT T

O N R R N R R AN N mE N O TN AN nERA AN
TATGGTGTAAACATCTCCAAAAT GAACGAAAT TTTT TGGAGGGT GT GGAGGGGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAATTGAACAA
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pol yA Psi 1 pol yA pol yA Bts1l Bsml
I I I I I |

TATTGCAGCTTATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGTTTGTCCAAACTC
RO R I I I T I L O e s R R AR

ATAACGTCGAATATTACCAATGTTTATTTCGT TATCGTAGT GTTTAAAGT GTTTATTTCGTAAAAAAAGT GACGT AAGATCAACACCAAACAGGT TTGAG

Afl 2 SpDon Sspl
I

ATCAATGTATCTTAAGGCGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCGAA
K N N R A e S e R N e nmnnn

TAGTTACATAGAATTCCGCATTTAACATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAAT TTAGT CGAGT AAAAAAT TGGT TATCCGGCTT

Psi 1 BsaXb
I I

ATCGGCAAAATCCCTTATAAAT CAAAAGAATAGACCGAGATAGGGT TGAGT GTTGT TCCAGT TTGGAACAAGAGT CCACTATTAAAGAACGT GGACT CCA
O R I I I R O O R s A AR R A N RN R AR AN

TAGCCGTTTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCTTGT TCTCAGGT GATAATTTCTTGCACCT GAGGT

Bt gZ1
Drdl BsaXa Dr a3|

ACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGAT GGCCCACT ACGT GAACCATCACCCTAATCAAGT TTTTTGGGGT CGAGGT GCCGTAAAGCACTAAA
O R O I O T A L I R R A R A AR AR EANE

TGCAGTTTCCCCCTTTTTGCCAGATAGT CCCGCTACCGEGT GATGCACT TGGT AGT GGGAT TAGT TCAAAAAACCCCAGCTCCACGGCATTTCGTGATTT

Nael
SpAcc NgoM4 | Bsr B1
I | | I

TCGGAACCCT AAAGGGAGCCCCCGAT TTAGAGCT TGACGEGEGAAAGCCGEGCGAACGT GGCGAGAAAGGAAGGEGAAGAAAGCGAAAGGAGCGGEECELTAGG
1501 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*

AGCCTTGGGATTTCCCT CGEEGEGECTAAAT CTCGAACTGCCCCT TTCGGCCGCT TGCACCGCTCTTTCCTTCCCTTCTTTCGCT TTCCTCGCCCGCGATCC

GCGCTGGCAAGT GTAGCGEGT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAATGCGCCCCTACAGGECGCGT CAGGTGECACT TTTCGGGGAAATG
o O R I I I L B T U I U A R Rt R Rt A R R AR

CGCGACCGT TCACAT CGCCAGT GCGACGCGCAT TGGT GGT GT GGGCGECGCGAAT TACGCGGECGAT GT CCCGCGCAGT CCACCGT GAAAAGCCCCTTTAC
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Bci V1
BspHl |
pol yA BsrBl1 | | Sspl Earl
I |
TGCGCGGAACCCCTATTTGT TTATTTTTCTAAATACAT TCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAG

K N N R B R R N R R RN R N RN E RN R NN -y
ACGCGCCT TGGGGATAAACAAAT AAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACT CTGT TAT TGGGACTATTTACGAAGT TATTATAACTTTTTC

Sph1
Eci 1 Bf r B1
Bsu36 Pvu2 | BseY1l Bst AP |

I | | I | |
GAAGAGT CCT GAGGCGGAAAGAACCAGCT GTGGAATGT GT GTCAGT TAGGGT GT GGAAAGT CCCCAGGCT CCOCAGCAGGCAGAAGT AT GCAAAGCATGC

KO N N R R N R R A N R NN AN AN RN ey
CTTCTCAGGACTCCGCCTTTCT TGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGT COGAGGGGT CGTCOGT CTTCATACGT TTCGTACG

Nsi 1

Sphl |

Bfr Bl |

Nsi 1 SexAl BseYl BstAP | |

| | | ||
ATCTCAATTAGT CAGCAACCAGGT GT GGAAAGT CCCCAGCGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAATTAGT CAGCAACCATAGTCCC

KO R R R R A N RN NN A AN vy
TAGAGT TAATCAGT CGT TGGT CCACACCT T TCAGGGGT CCGAGGGGT CGTCCGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGTATCAGGG

Eci 1l
Eci 1 Eci 1 Bnr 1| Eci 1 Ncol pol yA

I I |l I I I
GCCCCTAACT COGCCCATCCCGOCCCT AACT CCGCOCAGT TCCGCCCAT TCT COGCCCCATGGCT GACTAAT TTTTTTTATTTATGCAGAGGCCGAGECC

O R N R R R R R AR T RN NN R AR A vy
CGGGGAT TGAGGCGGGT AGGGCGGEGGAT TGAGGCGGEGT CAAGGCGGGT AAGAGGCGGGGT ACCGACT GAT TAAAAAAAAT AAATACGT CTCCGGCT CCGG

Avr 2
Sfil St ul|
Bgl 1 SpDon BseRlL || dal BsaBl

| | | | |
GCCTCGEECCTCTGAGCTATTCCAGAAGT AGT GAGGAGCCTTTTTTGGAGGECCTAGGCT TTTGCAAAGAT CGATCAAGAGACAGGATGAGGATCGTTTCGC

O B R R R R R AN N AN N R EE RN AR N ey
CGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT COGGAT COGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCG
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2201

2301

2401

2501

Bt gZ1

2601

2701

BspML
Bf uAl Eagl Bnr 1

| | |
ATGATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGGECCGCT TGGEGT GGAGAGGCTAT TCGGCTAT GACT GGGCACAACAGACAATCGGCTGCTCTGATG

R R R A AR R N NN RN RN ENE A NRR RNy
TACTAACTTGT TCTACCTAACGT GOGT CCAAGAGGCCGECGAACCCACCT CTCCGAT AAGCCGATACT GACCCGT GT TGTCTGT TAGCCGACGAGACTAC

Nar 1
Kas1| Drdl
| I
CCGCCGTGT TCCGGECTGT CAGCGCAGGGEGECGCCCGGT TCTTTTTGT CAAGACCGACCT GTCCGGT GCCCTGAAT GAACT GCAAGACGAGGCAGCGCGECT

R R R R R R R N ot R N N R N N mm R mmmn AR
GGCGGCACAAGGCCGACAGT CGOGT CCCOGOGGEGCCAAGAAAAACAGT TCT GGCT GGACAGGECCACGGGACT TACT TGACGT TCTGCT CCGTCGCGOCGA

Pvu2
Mscl Fspl | Pfl F1 Eco57

I | I I
ATCGT GGCTGGECCACGACGGGCGT TCCT TGCGCAGCT GTGCT CGACGT TGT CACT GAAGCGGGAAGGGACT GGCT GCTAT TGEGECGAAGT GCCGEGEGCAG

R R A R R A N A A RN S AR AR
TAGCACCGACCGGT GCT GOCCGCAAGGAACGOGT CGACACGAGCT GCAACAGT GACT TCGOCCT TCCCT GACCGACGATAACCCGCT TCACGGCCCCGTC

BspML
SpDon Bci V1 Bsr D1 Bf uAl

I I I I
GATCTCCTGTCATCTCACCT TGCTCCT GCCGAGAAAGT ATCCAT CATGGCT GATGCAAT GOGGCGGCT GCATACGCT TGATCCGGCTACCTGCCCATTCG

N R R R N N R A AN RAR RN AR
CTAGAGGACAGT AGAGT GGAACGAGGACGGCT CTTTCATAGGT AGT ACCGACT ACGT TACGCCGCCGACGT ATGOGAACT AGGCCGAT GGACGGGTAAGC

Sapl
Ear 1l

|
ACCACCAAGCGAAACAT CCCAT CGAGCGAGCACGT ACT CCGATGGAAGCCGGT CTTGT CGAT CAGGAT GAT CT GGACGAAGAGCAT CAGGEECT CECGLC

R R R R R N R R R AR RN RA AR
TGGTGGT TCGCTTTGTAGCGT AGCTCGCT CGTGCAT GAGCCTACCT TCGGOCAGAACAGCTAGT CCTACTAGACCT GCT TCTCGTAGT CCCCGAGCGCGG

BpuEl Sph1 Ncol Bt gz1

| | | |
AGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGGCGAGGAT CTCGT CGT GACCCAT GGCGAT GCCT GCT TGCCGAATAT CAT GGT GGAAAAT

R AR R R R R A N A N AR NN
TCGGCT TGACAAGOGGT COGAGT TCCGCT CGTACGGGCT GCCGCTCCTAGAGCAGCACT GGGTACCGCTACGGACGAACGGCT TATAGTACCACCTTTTA

6
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2801

2901

3001

3101

3201

BseYl
Nael | Sap1l
NgoM4d | | Rsr 2 Eci 1 Ear 1

|1 | | |
GCCCCCTTTTCTGGATTCATCGACT GT GECCAECT GEGT GT GGCEGACCGECTAT CAGGACATAGCGT TGECTACCCGT GATAT TCCTGAAGACGCTTGECG

LECEEEEE =L et e e e et e e e e e =i =i 2900
CCGGOGAAAAGACCT AAGT AGCT GACACCGGECCGACCCACACCGCCT GBOGATAGT CCT GTAT CGCAACCGAT GGGCACTATAACGACT TCTCGAACCGC

Bt gZ1
Eco57 BssS1 BsrB1 | Bsr B1

| | |
GCGAATGGGECTGACCGCTTCCTCGTGCTTTACGGT AT CGCCGCT CCCGAT TCGCAGCGCATCGCCT TCTATCGCCT TCTTGACGAGI TCTTCTGAGCGGEG

R R S R R R R R RN N RN m AR R AR vy
CGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCATAGCGGOGAGGGCT AAGCGT CGCGT AGCGGAAGAT AGCGGAAGAACT GCTCAAGAAGACT CGCCC

BssS1
BspML
Bst Bl Bf uAl SpAcc
| | |
ACTCTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCACGAGATTTCGATTCCACCGCCGCCT TCTATGAAAGGT TGGGCT TCGGAATCG

R N R N N R RN R NA R RRREE Ny
TGAGACCCCAAGCT TTACTGGCT GGT TCGCTGOGGGT TGGACGGT AGT GCTCTAAAGCT AAGGT GGCGGECGGAAGAT ACT TTCCAACCCGAAGCCT TAGC

Nael Bpmil
NgoM4 | SpAcc |
Bpnil | Avr2 |

| | ||
TTTTCCGEGACGCCGGECT GGATGAT CCTCCAGCGCGEEGAT CTCATGCT GGAGT TCT TCGCCCACCCT AGGGGEGAGGCTAACT GAAACACGGAAGGAGAC

R R R R R NN N N AN NN AN A RN EE AR AN -y
AAAAGGCCCT GCGGOCGACCTACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGT GBGATCCCCCT CCGATTGACT TTGTGCCTTCCTCTG

pol yA pol yA
| |
AATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGT GTTGGGT CGT TTGT TCATAAACGCGGGGT TCGGT CCCAGGGC

N e R R T e R AR NN AR A AR
TTATGGCCTTCCTTGGGOGCGATACTGCCGT TATTTTTCTGTCTTAT T TTGCGT GCCACAACCCAGCAAACAAGT AT TTGOGCCCCAAGCCAGGGT CCOG
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3301

3401

3501

3601

3701

3801

Bsal SpDon
TGGCACTCT EBT CGATACL:CEACCGAGACCSCATTGGGCI:SAATACCI:CCS‘CX;I TTCT TCi,l T ICCCCAE:CCCACCCCCE:AAGT TCGlGGI GAAGC£CCA9
k%&&&&#%%%l&%&lllll IITIAITIIIII IIIIIIGIAIAI IIIIIC;IC;IC;I(;ITGIGIC;IGITIIIII HTlc:,lAlAlcalclc:lc:AlclTlTHHHc
Bst AP
Al wN1 Bsu36 Dral Dral

I I I I
GGCTCGCAGCCAACGT CGEGEGECGECAGGCCCT GCCATAGCCT CAGGT TACT CATATATACT TTAGATTGATTTAAAACT TCATTTTTAATTTAAAAGGAT

R R R A A R N N NN NN AR
CCGAGCGT CGGT TGCAGCCCCGOCGT CCGGGACGGT AT CGGAGT CCAAT GAGTATATATGAAAT CTAACT AAAT TTTGAAGT AAAAATTAAATTTTCCTA

BspHL
CTAGGTGAAGATCCT TTTTGATAATClT CATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACTGAGCGT CAGACCCCGTAGAAAAGATCAAAGGATCT
U U A R A N R
GATCCACTTCTAGGAAAAACTATTAGAGTACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACTCGCAGT CTGGGGCATCTTTTCTAGT TTCCTAGA
BpuEl
TCTTGAGATCCTTTTTTTCT GC|GCGT AATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGT TTGT TTGCCGGATCAAGAGCTACCAACTC
NCACTCT ACGANAAAAAGACGSCAT TAGACGACGAADGT TG T T 1T 3T GGOGAT GGT CEOCACCAACAAACIGUCT AGTTCTCGATGGT TGAG
Eco57 SpAcc
TTTTII'CCGA*AGGT AACT GGE:T TCAGCAGAE;CGCAGATACE:AAATACT GT E:CT TCT AlGT GI AGCCGTAGT *TAGGCCACCAE:T TCAAGAAC;I’ CTGT AGCACE:
AAAAAGCCTT CCAT TGAOCGAAGT BT CTCBDGT CTATGGT T AT GACAGGAAGAT CACAT CGECAT CAATCOGT GOT GAAGT TCT TGAGAGATCGT GG
Al wiN1 BpuEl
GCCTACATACCTCGCTCTGCTAATCCTGTTACCAGT GlGCT GCTGCCAGTGGCGATAAGTCGT GlT CTTACCGGGT TGGACTCAAGACGATAGT TACCGGAT

RN R R R AR R AN AR nEEA A AN
CGGATGT AT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT GGCCCAACCT GAGT TCTGCTATCAATGGCCTA
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3901

4001

4101

4201

Apall BseYl SpAcc
| | |
AAGGCGCAGCGGET CAGECT GAACGEEEGEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGATACCTACAGCGT GACGCTATGAG

R R N R R e N R R RN N AN AN
TTCCGOGTCGCCAGCCCGACT TGCCCCCCAAGCACGT GT GT CGGGT CGAACCT CGCTTGCTGGAT GTGGCT TGACT CTATGGAT GTCGCACTCGATACTC

Bci V1
Eci 1 | BssS1
| |
AAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGCAGGGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGGGGAAACCC

R R N R R R e e R A A e A R R AR R AR
TTTCGOGGT GCGAAGGGCT TCCCTCT TTCCGCOCT GTCCATAGGCCAT TCGCCGT COCAGCCT TGT CCTCTCGCGT GCTCOCTCGAAGGT CCCCCTTTGOG

SpAcc Drdl BpuEl SpAcc Eci 1

| | | | I
CTGGTATCTTTATAGT CCTGT CGEGT TTCGCCACCTCTGACT TGAGCGT CGATTTTTGT GAT GCT CGT CAGGGGEEGECGGAGCCTATGGAAAAACGCCAGC

N R N R R N NN TN RN RN A AR R RE N RENE R EERRRR
GACCATAGAAATAT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT COCCCCGCCTCGGATACCT TTTTGCGGTCG

SpDon
BspLU|

AACGCGGCCTTTTTACGGT TCCTGGCCTTTTGCTGGCCTTTTGCTCACATGT TCT TTCCT GOGT TATCCCCT GATTCT GTGGATAACCGT AT TACCGCCA
LECEEEEE ==t e e = e et = e = e e e =i == 4300
TTGCGOCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCT AT TGGCATAAT GGCGGT

Nsi 1

BfrBl |

4301

| |
TGCAT

| 1111 4305
ACGTA
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Found:

Acc65
Bgl 2
BspH1
dal
M el
Pvu?2
Stul

Uni que:
Acc65

BssH2
Sal 1

Af el
Bl p1
BspLU
Dral
Mscl
Rsr 2
Xbal

Af el
dal
SexAl

Not found:

Aar 1
BrmgB1
| oxP
SnaBl1

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Aat 2
BpulO
M ul
Spel

by site

Aci 1
BsaHl
BssK1l

Hae?2
Hpy C5

Rsal

Afl 2
Brmr 1
BspML
Dr a3
Nael
Sacl
Xhol

Afl 2
Dr a3
Sfil

Acl 1
Bsi WL
Ndel
Srfil

Agel
Bpmi
Bsr B1
Drdil
Nar 1
Sac?
Xm1l

Agel
EcoR1
Smal

Ahd1l
BsnmB1
Nhel
Swal

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo?2
Sau96

Al el
BpuEl
Bsr D1

Eagl

Ncol

Sal 1

Al el
Fspl
Stul

Ascl
Bst X1
Not 1
T3RNA

Al wl
BselR
Bst Ul

Hhal

wnl 1
Sf aN1

Al WwN1
Bsal
Bsr GL
Ear 1
NgoM4
Sapl

Apal
Hi nd3
Xbal

Asel
Bst Z1
Nrul
T7RNA

Apol
Bsi E1
Bst Y1
H nc2

Msel

Sfcl

Apal
BsaB1
BssH2

Eci 1

Nsi 1
SexAl

BanHl
Hpal
Xhol

Asi S1
_Chi
Pacl

T7Ter

Aval
Bsi H1
Bt gl
H nf1l
Msl 1
Sm 1

ApalLl
BsaXa
BssS1
Eco57
Pfl F1

Sfil

Bgl 1
Kpnl
Xm1

Baela
EcoK
Pmrel

Pl Sce

Ava2
Bsl 1
Cac8
Hi nP1
MspAl
Styl

10

Avr 2
BsaXb
Bst AP
EcoR1
Pf | ML
Sgr Al

Bl pl
M el

Baelb
EcoN1
PshAl

Xcml

Banl
BsmAl
CviJl

Hpa?2

Mwo 1

Taql

BanH1
BseR1
Bst B1
Fspl
Pm 1
Smal

BsaXa
Pfl F1

Bbs1
EcoRV
Pvul

Ban2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

Bci V1
BseYl
Bst E2
H nd3
pol yA
SpAcc

BsaXb
Pf 1 ML

BbvCl
ScFRT
SanD1

Bbv1
Bspl2
Eael
Hpy 99
Nl a3
Tfil

Bf r B1
Bsgl
Bsu36
Hpal
Psi 1
SpDon

BseR1
PspOM

Bcgla
Fsel
Shf 1

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bf uAl
Bsmil
Bt gz1
Kas1
PspOM
Sph1

BspEl
Rsr 2

Bcglb
FspAl
Scal

Bf al
BspCh
Faul
Hpy3
Nspl
Tsp45

Bgl 1
BspEl
Bt sl
Kpnl
Pst 1
Sspl

BspLU
Sacl

Bcl 1
I _Ceu
Sgf 1

Bmelb5
Bsrl
Fnu4H
Hpy C3
Pl el
Tsp50



