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pTurboYFP-destl vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS and MODC amino acids are shown in bold black.
Asel Bgl 1

| |
TAGI TATTAATAGTAATCAATTACGGGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GECCCGCCTGECTGACCG

O R R R R R R R Rt N R R N N NN RN E N A nE RN N ERRR AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 SpAcc Aat 2

| | |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGTATGI TCCCATAGT AACGCCAATAGCGACT TTCCATTGACGT CAATGGEGT GGAGTATTTACGGT

KO R Rt R R R R Rt N R N RN AN A RN A NEA RN vy
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmr1l

I I I I I
AAACT GOCCACT TGGCAGTACAT CAAGT GTATCAT ATGCCAAGT ACGCCCOCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCT GGCAT TATGCCCAGTA

O R R R R N RN N AN AN A N ER AR T R e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT TTACCGGGOGGACCGT AATACGGGT CAT

Bt gZ1 SnaBl Ncol
I
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTATTACCATGGTGATGCGGT TTTGGCAGI ACAT CAAT GGGCGT GGA

1O B T R e R R N R R R R N Nt NN NN EEE A n R AN
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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Aat 2 Eci 1l

| |
TAGCGGT TTGACT CACGGGGAT T TCCAAGT CTCCACCCCAT TGACGT CAATGGGAGT TTGI TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

S N A N R R R N S RN N A AN RN NN A ety
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel
| |
ACAACTCCGCCCCATTGACGCAAAT GEGCGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCGCTA
ST R R R R R R N S NN R RN R RN i mEn AR ey
TGT TGAGGCGGGEGTAACT GCGT TTACCCGCCAT CCGCACAT GCCACCCT CCAGATATATTCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGAT CGCGAT
MCS > L AL
BanH1l
Smal |
Apall| |
PspOM || |
Sac2| || |
Xhol H nd3 EcoR1 Sal 1 Kpnl || [] | Nar 1
BpuEl Bal 2 | Sacl | Bst B1 | Pst1| Acc65 | || || | Agel Kas1|
I I I I I 11 11 | I
I T 1 ||
CCGGACT CAGATCT CGAGCT CAAGCT TCGAATTCT GCAGT CGACGGT ACCGCGGGCCCGGGATCCACCGG‘ ' CGCCACCAT GAGCAGCGGBCGCCCTGCTGT
O R R R R A R N NN R R E R N T AR g
GGCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GGECGCCCGEECCCT AGGT GGCCAGCGGT GGT ACT CGT CGCCGCGGGACGACA
MCS/ >P DS DULELKULIRI L QS TVPRARUDUPUPV AT
Bsr D1
Eco57 | Mscl Sac?2 Bt gZ1

|| I I I
TCCACGGCAAGATCCCCTACGT GGTGGAGAT GGAGGGCAAT GTGGAT GGCCACACCT TCAGCAT CCGOGGECAAGGGECT ACGECGAT GCCAGCGT GGGLAA

LA R R R e R N N A R e AN AR AR -
AGGT GCCGT TCTAGGGGAT GCACCACCT CTACCT CCCGT TACACCTACCGGT GT GGAAGT CGTAGGCGCCGT TCCOGAT GCOGCT ACGGT CGCACCCGT T
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801

901

1001

1101

Nar 1
Bsgl Bst E2 Kas1|
Bnr 1 Sgr Al Bt gZ1 Al el | Bpni Bnr 1] |

I I I | | I |11
GGT GGATGCCCAGT TCATCT GCACCACCGGOGAT GTGCCCGT GOCCT GGAGCACCCT GGT GACCACCCT GACCTACGGCGCCCAGT GCTTCGCCAAGTAC

R R R Rt R R A A AR AR AR
CCACCTACGGGT CAAGT AGACGT GGT GGCCGCT ACACGGGCACGGGACCT CGT GBGACCACT GGT GBGACT GGAT GCCGOGGGT CACGAAGCGGT TCATG

SpAcc
Xmm1 |

| | | |
GGCCCCGAGCT GAAGGAT TTCTACAAGAGCT GCAT GCCCGAT GGCT ACGT GCAGGAGCGCACCAT CACCT TCGAGGGECGAT GGCAAT TTCAAGACCCGCG

R R R R R R R N AR RARERR AR
CCGGGGCT CGACT TCCTAAAGATGT TCT CGACGT ACGEGCT ACCGAT GCACGT CCTCGCGT GGT AGT GGAAGCT CCCGCTACCGT TAAAGT TCTGGGOGC

Eco57 Sphi Bsgl Bt gz1

Pf 1 ML

BseYl

PM 1 |

Bst E2 Bsr GL Mscl Mscl |

I I I |
CCGAGGT GACCT TCGAGAAT GGCAGCGT GTACAAT CGOGT GAAGCT GAAT GGCCAGGGCT TCAAGAAGGAT GGOCACGT GCTGGGCAAGAATCTGGAGT T

R R R Rt R R R A AN AR
GGCTCCACT GGAAGCT CTTACCGT CGCACAT GT TAGCGCACT TCGACT TACCGGT CCCGAAGT TCT TCCTACCGGT GCACGACCCGT TCTTAGACCTCAA

Bpmi
Bt s1| Sapl
SpDon || BsrGl Ear 1

|1l | |
CAATTTCACCCCCCACT GCCTGTACAT CT GGGEGCGAT CAGCCCAAT CACGGECCT GAAGAGCGCCT TCAAAAT CTGCCACGAGAT CACCGGCAGCAAGGEC

R R R R R N R R R NN A RERA AR
GTTAAAGT GGGGGGT GACGGACAT GT AGACCCCGCTAGT CCGGT TAGT GCCGGACT TCTCGOGGAAGT TTTAGACGGT GCTCTAGT GGCCGTCGT TCCCG

BssS1
Eco57 |

900

1000

1100

1200



www.evrogen.com

1201

1301

1401

/ MODS>

1501

1601

Apall Pni 1 Pl Blpl

| | | |
GATTTCATCGT GGCCGAT CACACCCAGAT GAATACCCCCAT CGECGECEECCCCGT GCACGT GCCCGAGT ACCACCACAT GAGCTACCACGT GAAGCTGA

R AR R R R R AR N S AR
CTAAAGT AGCACCGGCTAGT GT GGGT CTACT TAT GGGGGT AGCCGCCGOCGEGGCACGT GCACGGGCT CAT GGT GGT GTACT CGATGGT GCACT TCGACT

Bsal
SpAcc| BssH2 Eco57 BspEl

| | |
GCAAGGATGT GACCGATCACCGCGATAAT AT GAGCCT GAAGGAGACCGT GCGCGCCGT GGAT TGCCGCAAGACCT ACGACT TCGACGCCGGT TCCGGAGA

R R N e N R RN R NN R AR
CGT TCCTACACTGGCTAGT GGCGCTAT TATACT CGGACT TCCTCT GGCACGCGCGECACCT AACGGOGT TCT GGAT GCT GAAGCT GOGGCCAAGGCCTCT

Nael
Bsal Sgr Al |
Bgl 2 Ncol NgoM4 | Bsr Bl

I I | | I
TACAAGCTCCGGTCTCAGATCT CGAAT CAGCCAT GGCT TCCCGOCGGCGEGT GBCGEOGCAGGAT GATGECACGCT GCCCATGT CTTGT GCCCAGGAGAGC

N R R R Rt R R NN AR RN RN ARERN N
ATGT TCGAGGCCAGAGT CTAGAGCT TAGT CGGT ACCGAAGGBGCGECCGCCACCGCCGOGT CCTACT ACCGT GCGACGGGT ACAGAACACGGGT CCTCTCG
S GLRSRI SHGFPPAVAAQDDGTTLZPMSTCARQ QES

Bst AP
Pst 1 | Eagl Xbal BsaB1

| I I
GGGATGGACCGT CACCCTGCAGCCTGT GCTTCT GCTAGGATCAAT GTGTAGGAT CGGCCGOGACT CTAGAT CATAAT CAGCCATACCACATTTGTAGAGG

R R R N N R R N NN R EEN AR
CCCTACCT GGCAGT GGGACGT CGGACACGAAGACGATCCTAGT TACACAT CCTAGCCGGCGCT GAGATCTAGTAT TAGT CGGTATGGT GTAAACATCTCC
GMDRHPAACASARI NV

Bsmil
SpDon Dral M el| Hpal pol yA Psi 1
I I | | I I I
TTTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCT GAAACATAAAATGAATGCAATTGT TGT TGT TAACTTGT TTATTGCAGCTTATAATGG

R R N N RN m N N NN NN RE R A RN AR
AAAAT GAACGAAATTTTT TGGAGGGT GTGGAGGGEGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAACAAATAACGTCGAATATTACC

1300

1400

1500

1600

1700
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1701

1801

1901

2001

2101

2201

pol yA pol yA Bts1l Bsml Afl 2

I I I I I
TTACAAATAAAGCAAT AGCAT CACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGTCCAAACTCATCAATGTATCTTAAGGC

N R N R R R R RNt NREE i mmannEER AN
AATGTTTATTTCGTTATCGTAGT GT TTAAAGTGT TTATTTCGTAAAAAAAGT GACGT AAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAATTCCG

SpDon Sspl Psi 1
I
GTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCGAAAT CGGCAAAATCCCTTAT

N R R N R R R RN RN n RN A EEEN AR RN
CATTTAACATTCGCAATTATAAAACAAT TTTAAGCGCAAT TTAAAAACAAT TTAGT CGAGTAAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATA

BsaXb Drdl BsaXa

| | |
AAATCAAAAGAATAGACCGAGATAGGGT TGAGT GT TGT TCCAGT TTGGAACAAGAGT CCACTAT TAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAA

N R e R N N R RN NN AR
TTTAGTTTTCTTATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCT TGT TCTCAGGT GATAAT TTCTTGCACCT GAGGT TGCAGT TTCCCGCTTTTT

Bt gZ1
Dr a3| SpAcc
I
CCGTCTATCAGGGCGATGGECCCACTACGT GAACCATCACCCTAATCAAGT TTTT TGGEGGT CGAGGT GCCGTAAAGCACT AAAT CGGAACCCTAAAGGGAG
FITTTETEE=PEr e =t e et =t e e et e r e =t e et r=er et e rrrr=
GGCAGATAGTCCCGCTACCGGGT GATGCACTTGGTAGT GGGATTAGT TCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTC
Nael
NgoM4 | Bsr Bl

| | |
CCCCCGAT T TAGAGCT TGACGGGGAAAGCCGECGAACGT GGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGEGECGECT AGGGCGECT GGCAAGT GTAGCG

R R A R A R AN AR AR RR AN
GGGGGCTAAATCTCGAACT GCCCOCT TTCGBOCGCT TGCACCGCTCTTTCCTTCCCT TCT TTCGCT TTCCT CGCCCGCGAT CCCGOGACCGT TCACATCGC

GT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAAT GCGCCGCT ACAGGEGECGCGT CAGGT GGCACT TTTCGGGEGAAAT GTGCGCGGAACCCCTATTT

R R R R R R R A A RN AN AN R RN AR RAREN N
CAGT GOGACGOGCAT TGGT GGT GTGBECGEOGCGAAT TACGOGGECGAT GT CCCGOGCAGT CCACCGT GAAAAGCCCCT TTACACGOGCCT TGGGGATAAA

1800

1900

2000

2100

2200

2300
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Bci V1
BspHl |
pol yA BsrBl1 | | Sspl Earl Bsu36
I | I I I
GITTATTTTTCTAAATACATTCAAATATGTATCCGCT CATGAGACAATAACCCT GATAAAT GCTTCAATAATATTGAAAAAGGAAGAGT CCTGAGGCGGA

2301 [ LLEEEEer=t e = e e = e e e e L= e e e 2400
CAAATAAAAAGAT TTATGTAAGT TTATACATAGGCGAGT ACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACTCCGCCT

Nsi 1
Sphl |
Eci 1 Bf rB1 |
Pvu2 | BseY1l BstAP | |
| | I |||
AAGAACCAGCT GTGGAAT GT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAATTAGT CAGCAA

O N R R R R N NN R R NN RN R E NN AN ANR R ey
TTCTTGGTCGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGT COGAGGGGT CGT COGT CTTCATACGT TTCGTACGT AGAGT TAATCAGTCGT T

Nsi 1
Sphl |
Bf rBl1 |
SexAl BseYl Bst AP | | Eci 1
I I ||| I
CCAGGT GTGGAAAGT CCCCAGGCT CCCCAGCAGGECAGAAGT AT GCAAAGCAT GCATCTCAAT TAGT CAGCAACCATAGT CCCGCCCCTAACT CCGCCCAT

O B N R e N R N R AN AR AR R ey
GGTCCACACCT T TCAGGGGT CCGAGGGGT CGT CCGTCTTCATACGT TTCGTACGTAGAGT TAAT CAGT CGT TGGT AT CAGGGCGGGGAT TGAGGCGGGTA

Eci 1 Sfil

Eci 1 Bnr 1| Eci 1 Ncol pol yA Bgl 1

I | I I I I
CCCGCCCCTAACT CCGCCCAGT TCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTAT GCAGAGGCCGAGGCCGCCTCGBCCTCTGAGCTA

O B R e e R R N R m R AR A T N ey
GGGCGGEGAT TGAGGCGGEGT CAAGGCGGGT AAGAGGOGGEGT ACCGACT GAT TAAAAAAAAT AAAT ACGT CT COGGCT COGBCGGAGCCGGAGACT CGAT
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Avr 2
St ul]| BspML
SpDon BseRl1 || dail BsaBl1 Bf uAl
I |1 I I I
TTCCAGAAGTAGT GAGGAGGCT TTTTTGGAGGCCTAGCCT TTTGCAAAGAT CGATCAAGAGACAGGAT GAGGATCGT TTCGCATGATTGAACAAGATGGA

A R R e R R R R RN AR AR R N Ry
AAGGT CTTCATCACTCCT CCGAAAAAACCT COGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCT

Eagl Bnr 1

|
TTGCACGCAGGT TCTCCGEGCCCCT TGEGT GGAGAGGCT AT TCGECT AT GACT GGGCACAACAGACAAT CGECTGCTCTGAT GCCCCCGT GT TCCGECTGT

LS R R R R R N R m N RN N M A RRREA A RN AR ey
AACGT GOGT CCAAGAGGCCGGECGAACCCACCT CTCCGATAAGCCGAT ACTGACCCGT GT TGT CTGT TAGCCGACGAGACT ACGGCGGCACAAGGCCGACA

Nar 1
Kas1| Drdl Mscl
| | I I
CAGCGCAGGEEECCCCCGEETTCTTTTTGT CAAGACCGACCT GTCCGGT GCCCT GAAT GAACT GCAAGACGAGGCAGCGCGECTAT CGT GGCTGECCACGAC

o B N R R N Rt R A NN N N AR AN RR AR N vy
GT CGOGT CCCOGCGGGOCAAGAAAAACAGT TCT GGCTGGACAGGECCACGGGACT TACT TGACGT TCTGCT COGT CGCGOCGATAGCACCGACCGGTGLTG

Pvu2
Fspl | Pfl F1 Eco57
| I I
GGGCGT TCCTTGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGGGAAGGGACT GGCTGCTAT TGEGCGAAGT GCCGEGGECAGGATCTCCTGTCATCTCAC

L0 R R N R Rt R R R R AN RN AN vy
CCCGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT TCGCCCT TCCCT GACCGACGATAACCCGCT TCACGGECCCCGT CCTAGAGGACAGTAGAGT G

Bt gZ1
BspML |
SpDon Bci V1 Bsr D1 Bf uA1 |

I I I | |
CTTGCTCCT GOCGAGAAAGT ATCCAT CATGGCT GATGCAAT GOGGCGGCT GCATACGCT TGATCCGGCTACCT GOCCAT TCGACCACCAAGCGAAACATC

O N N R R R Nt R AN RN AN AR R ey
GAACGAGGACGGCT CT TTCATAGGTAGT ACCGACTACGT TACGCCGCCGACGT ATGCGAACT AGGCCGAT GGACGGGT AAGCT GGTGGT TCGCTTTGTAG
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3201

3301

3401

3501

3601

Sapl
Ear 1 BpuEl

| |
GCATCGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGATCAGGAT GAT CT GGACGAAGAGCAT CAGGGGECT CGCGCCAGCCGAACT GT TCGCCAG

R R A R R Rt R R N AR A RN AR
CGTAGCTCGCTCGT GCATGAGCCTACCT TCGECCAGAACAGCTAGT CCTACTAGACCT GCT TCT CGTAGT CCCCGAGCGOGGT CGGCT TGACAAGCGGTC

Sph1 Ncol Bt gZ1

| | |
GCTCAAGGCGAGCAT GCCCGACGGCGAGGATCTCGT CGT GACCCAT GGCGAT GCCTGCT TGCCGAATAT CATGGT GGAAAATGGECCGCTTTTCTGGATTC

R R N A R A R mERAA o
CGAGT TCCGCTCGT ACGGECT GOCGCT CCTAGAGCAGCACT GBGT ACCGCT ACGGACGAACGGCT TATAGT ACCACCT TTTACCGGCGAAAAGACCTAAG

BseYl
Nael | Sapl
NgoM4d | | Rsr 2 Eci 1 Ear 1 Eco57

| 1| I I I I
ATCGACTGTGGCCGGCT GGGT GT GGOGGACCGCTAT CAGGACATAGCGT TGGCTACCCGT GATAT TGCT GAAGAGCT TGGCGGECGAAT GEGCT GACCGCT

R R R R R N R R N NN AN A R RRAR RN AN s ol
TAGCT GACACCGGCOCGACCCACACCGCCT GGOGATAGT CCT GTATCGCAACCGAT GGGCACTATAACGACT TCTCGAACCGCCGCT TACCCGACT GGCGA

Bt gZ1

BssS1 BsrBl | Bsr Bl Bst B1

I | | I I
TCCTCGTGCT T TACGGT ATCGCCGCTCCCGAT TCGCAGCGCATCGCCT TCTATCGOCT TCT TGACGAGT TCT TCTGAGCGGGACT CTGGGGT TCGAAATG

R R R A N R R N N N A RN NN AR
AGGAGCACGAAAT GCCATAGCGGCGAGBGCT AAGCGT CGOGT AGCGGAAGAT AGCGGAAGAACT GCT CAAGAAGACT CGCCCTGAGACCCCAAGCTTTAC

BssS1 Nael
BspML NgoM4 |
Bf uAl SpAcc Bpntl |

I I | |
ACCGACCAAGCGACGCCCAACCT GCCATCACGAGAT T TCGAT TCCACCGCOGCCT TCTAT GAAAGGT TGGGCT TCGGAAT CGT TTTCCGGGACGCCGECT

R R R A R R AN R RN S AN TR e
TGGCTGGT TCGCTGOGGGT TGGACGGT AGT GCTCTAAAGCT AAGGT GGCGGECGGAAGAT ACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GOGGCCGA
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Bpmi
SpAcc |
Avr2 |
||
GGATGATCCT CCAGCGCGGEGGAT CTCATGCTGGAGT TCT TCGCCCACCCT AGGCGEGAGGECT AACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCG

A N N R R e A R R R R AR RN N AR Ay
CCTACTAGGAGGT CGCGOCCCTAGAGT ACGACCT CAAGAAGCGGGT GGGAT CCCCCT CCGAT TGACT TTGT GCCT TCCTCTGT TATGECCT TCCTTGGGC

pol yA pol yA

| |
CCCTATGACGGCAATAAAAAGACAGAAT AAAACGCACGGT GT TGEGT CGT TTGT TCATAAACGCGGEGEGT TCGGT CCCAGCGECTGECACTCTGT CGATACC

3801 [ [LIIIErtirr = et et e e e e e > (e et 3900
GCGATACTGCCGT TATTTTTCTGTCTTATTTTGCGT GCCACAACCCAGCAAACAAGT AT TTGCGCCCCAAGCCAGGGT COCGACCGT GAGACAGCTATGG

Bsal SpDon

| |
CCACCGAGACCCCAT TGGEECCAATACCCCCACGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGEGT GAAGGCCCAGGGECT CGCAGCCAACGT CG

o B N R R At R R R A N N AN AR AR AR vy
GGT GGCTCT GGGGT AACCCCGGT TAT GCGGGECGCAAAGAAGGAAAAGGGGT GEGGT GBGGGEGT TCAAGCCCACT TCCGGGT CCCGAGCGT CGGT TGCAGC

Bst AP
Al wiN1 Bsu36 Dral Dral
I I I
GGGECGECAGGCCCTGCCATAGCCTCAGGT TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAAT TTAAAAGGATCTAGGTGAAGATCCTTTT

4001 [ [LELEEEE=trr ettt eer=tree e r=ee e et e e = e e e =i 4100
CCCGOCGT CCGGGACGGTATCGGAGT CCAATGAGTATATATGAAAT CTAACTAAAT TTTGAAGT AAAAAT TAAAT TTTCCTAGATCCACT TCTAGGAAAA

BspHL

|
TGATAATCTCATGACCAAAATCCCTTAACGT GAGT TTTCGT TCCACT GAGCGT CAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTT

L R e R R R R N R R N RN NN RN RN R R NN ey
ACTATTAGAGTACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACT CGCAGT CTGGGGCATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAA

BpuEl Eco57

| I
CTGCGCGTAATCTGCT GCTTGCAAACAAAAAAACCACCGCTACCACCGGTGGTTTGI TTGCCGGAT CAAGAGCTACCAACTCTTTTTCCGAAGGTAACTG

4200 [ LLEEEErE=te et = ee et e = e e e et e e e e e <> 4300
GACGOGCATTAGACGACGAACGT TTGT TTTTTTGGT GECGATGGT CGCCACCAAACAAACGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCATTGAC
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4301

4401

4501

4601

4701

4801

SpAcc
I
GCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGT GTAGCCGTAGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCT

U R R R ot R N N N N AN A RAA N AR
CGAAGT CGT CTCGCGT CTATGGT TTAT GACAGGAAGAT CACAT CGGCAT CAAT COGGT GGTGAAGT TCTTGAGACAT CGT GGCGGAT GTATGGAGCGAGA

Al wiN1 BpuEl

| |
GCTAATCCTGT TACCAGT GGCTGCTGCCAGT GGCGATAAGT CGT GT CT TACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGEGT CGEEC

R R A A R R N R NN NN A NN R AR AR AN
CGATTAGGACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT GGCCCAACCT GAGT TCTGCTATCAAT GGCCT AT TCCGCGT CGCCAGCCCG

Apall BseYl SpAcc

|
TGAACGGGEGEGEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGAT ACCT ACAGCGT GAGCT ATGAGAAAGCGCCACGCT TCCCG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 4600
CTTGOCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCTTGCTGGAT GTGGCT TGACT CTATGGAT GT CGCACT CGATACT CT T TCGCGGT GOGAAGGGC

Bci V1
Eci 1 | BssS1 SpAcc

| |
AAGCGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGCAGEGET CGGAACAGGAGAGCGCACGAGEGAGCT TCCAGGGGEGAAACGCCTGGTATCT TTATAGT CC

R R R R R e Rt A A AN R AN R AN A
TTCCCTCTTTCOGCCT GTCCATAGGCCAT TCGCCGT CCCAGCCT TGT CCTCT CGOGT GCT COCT CGAAGGT CCOCCT TTGOGGACCATAGAAATAT CAGG

Drdl BpuEl SpAcc Eci 1

I I I I
TGTCGGGT TTCGOCACCTCTGACT TGAGCGT CGAT TTTTGT GATGCT CGT CAGGGGGEGECGGAGCCT ATGGAAAAACGCCAGCAACGOGGCCTTTTTACGG

LECTEEE =L et e e e et e = e = e e ==t r > 4800
ACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCTAAAAACACT ACGAGCAGT CCCCOCGCCTCGGATACCT TT T TGOGGT CGT TGCGOCGGAAAAAT GCC

SpDon Nsi 1
BspLU| Bf rBl |

|
TTCCTGGECCTTTTGCTGECCTTTTGCTCACATGT TCTTTCCTGCGT TATCCCCTGATTCTGT GGATAACCGT AT TACCGCCATGCAT

LLCEEEEE > b e e = e e et b e et et =i 4887
AAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCT AT TGGCATAAT GGCGGTACGTA

10
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Found:
Aat 2
Bf uAl
Bsmil
Bt gZ1
Kas1
pol yA
SnaB1
Uni que:
Acc65
BssH2

Rsr 2

Acc65
Bgl 1
BspEl
Bt s1
Kpnl
Psi 1

SpAcc

Af el
dal

Sacl

Not f ound:

Aar 1
Bsi W
Not 1
T7RNA

Excl uded
Accl
BsaAl
Bsr F1
Fok1

Hpy C4
PpuML
TspR1

Acl 1
BsnB1
Nrul
T7Ter

by site
Aci 1
BsaH1
BssK1
Hae?2
Hpy C5
Rsal

Af el
Bgl 2
BspHL
dal
M el
PspOM

SpDon

Afl 2
Dr a3

Sal 1

Ahd1l
Bst X1
Pacl
Pl Sce

Afl 2
Bl p1
BspLU
Dral
Mscl
Pst 1

Sph1

Agel
EcoR1

SexAl

Ascl
Bst Z1
Pmrel
Xcmil

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Myo2
Sau96

Agel
Bnr 1
BspML
Dr a3
Nael
Pvu2

Sspl

Al el
Fspl

Sfil

Asi S1
_Chi
PshAl

Al wl
BseM
Bst Ul

Hhal

whl 1
Sf aN1

Al el
Bpmi
Bsr Bl

Drdl

Rsr 2

Stul

Apal
H nd3

Smal

Baela
EcoK
Pvul

Apol
Bsi E1
Bst Y1
H nc2

Msel

Sfcl

Al w1
BpuEl
Bsr D1
Eagl
Ncol
Sacl

Xbal

Asel
Hpal

SnaB1

Baelb
EcoN1
SanD1

Aval
Bsi H1
Bt g1
H nf1l
Msl 1
Sm 1

Apal
Bsal
Bsr Gl
Ear 1
Ndel
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