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pPhi-Yellow-B vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.

Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please

refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Amino acids
coded by vector’'s backbone sequence are shown in black.

Xhol Bsr B1 Psi 1 M el Bsr B1
| | | |
CTCGAGAAATCATAAAAAATTTATTTCCT TTGT GAGCGGATAACAAT TATAATAGAT TCAATTGT GAGCGGATAACAAT TTCACACAGAATTGATTAAAG
O R N R R N N e E RO N AN E el
GACGCTCTTTAGTATTTTTTAAATAAACGAAACACTCGCCTATTGT TAATATTATCTAAGT TAACACTCGCCTATTGI TAAAGTGTGTCTTAACTAATTTC
BantHl Nar 1 Bsr D1
BseR1 BsaBl]| Kas1| Eco57 | Mscl
| | | | | | |
AGGAGAAATTAACTAT GAGAGGAT CGEGAT CCAGCGECGECCCT GCTGT TCCACGGCAAGAT CCCCTACGT GGT GGAGAT GGAGGGCAAT GT GGATGGCCA
S N Rt R Rt R s N RN R RN Rt AR R NN R REE R A AN A N AR R ey
TCCTCTTTAATTGATACTCTCCTAGCCCT AGGT CGCCGCGCGACGACAAGGT GCCGT TCTAGGEEGAT GCACCACCT CTACCT CCCGT TACACCTACCGGT
M R G S G
Bsgl
Sac?2 Bnr 1 Sgr Al
| |
CACCTTCAGCAT CCGCGECAAGGECT ACGCCGAT GCCAGCGT GGGCAAGGT GGATGCCCAGT TCAT CT GCACCACCGGCGAT GT GCCCGT GCCCTGGAGC
201

AR R N R R R R R R R A A At
GT GGAAGT CGTAGGCGCCGT TCCOGAT GCCGCT ACGGT CGCACCCGT TCCACCTACGGGT CAAGT AGACGT GGT GBCCGCTACACGGGECACGEGACCTCG
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Nar 1
Bst E2 Kas1|
Alel | Bpmil Bnr 1| | Xm1 Eco57 Sphl

| | I |11 I
ACCCT GGTGACCACCCT GACCT ACGGCGCCCAGT GCT TCGCCAAGT ACGGOCCCGAGCT GAAGGAT TTCTACAAGAGCT GCATGCCCGATGGCTACGTGC

L R R R R N N R R A E NN AR RN RARNE AR
TGGGACCACT GGT GBGACT GGAT GCCGCGGGT CACGAAGCGGT TCAT GCCGGEGEGCT CGACT TCCTAAAGAT GT TCTCGACGT ACGGGCTACCGATGCACG

Bsgl Bst E2 Bsr GL

I I |
AGGAGCGCACCAT CACCT TCGAGGGCGAT GGCAAT TTCAAGACCCGCGCCGAGGT GACCT TCGAGAAT GGCAGCGT GTACAAT CCCGT GAAGCTGAATGG

L R R R AR R AR R RN AR RN A A ey
TCCTCGOGT GGTAGT GGAAGCT CCOGCTACCGT TAAAGT TCT GBBOGCGGCT CCACT GGAAGCTCT TACCGT CGCACAT GT TAGCGCACT TCGACT TACC

Pf1 ML
BseYl
P 1 | Bpmil Sapl
Mscl Mscl | Btsl| BsrGl Ear 1

I |1 || I I
CCAGGGCTTCAAGAAGGAT GBCCACGT GCTGGEGCAAGAAT CTGGAGT TCAAT T TCACCCCCCACT GOCTGTACAT CT GGGGECGAT CAGGCCAAT CACGEC

Sl A R R R AR A R A A AR R R A A
GGT CCOGAAGT TCTTCCTACCGGT GCACGACCCGT TCT TAGACCT CAAGT TAAAGT GBGGGGT GACGGACAT GTAGACCCCGCTAGT CCGGT TAGT GCCG

BssS1
Bgl 2Eco57 |
I ||
CTGAAGAGCGCCT TCAAGAT CTGCCACGAGAT CACCGGCAGCAAGGGCGATTTCATCGT GBCCGAT CACACCCAGAT GAATACCCCCAT CGGCGECEECC
601 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 700
CTCGCGGAAGT GACGGT GCTCTAGT GGCCGT CGT TCCCGCTAAAGT AGCACCGGCTAGT GT GGGT CTACT TAT GGGGEGT AGCCGCCGCCGG
ApalLl Pm 1 P 1 Bl pl Bsal BssH2

I I I I I I
CCGTGCACGT GCCCGAGT ACCACCACAT GAGCT ACCACGT GAAGCT GAGCAAGGAT GT GACCGAT CACCGOGAT AAT AT GAGCCT GAAGGAGACCGT GCG

LA R R R R A N A R RN AN R AN -
GGCACGTGCACGGECT CATGGT GGTGT ACTCGAT GGTGCACT TCGACT CGT TCCTACACT GGCTAGT GGCGCTAT TATACTCGGACT TCCTCTGGCACGC



www.evrogen.com

801

901

1001

1101

1201

1301

Eco57 Hi nd3 Bl p1
|
CCCCGTGGAT TGCCGCAAGACCTACCTGTGAAGCTTAATTAGCT GAGCT TGGACT CCTGT TGATAGAT CCAGT AATGACCTCAGAACTCCATCTGGATTT

R e A A A N A A N R NN A
GCGGCACCT AACGGCGT TCTGGATGGACACT TCGAAT TAAT CGACT CGAACCT GAGGACAACT AT CTAGGT CATTACT GGAGT CT TGAGGTAGACCTAAA

Nhel BpulO
I I
GTTCAGAACGCTCGGT TGCCGCCGGEGECGT TTTTTATTGGT GAGAAT CCAAGCT AGCT TGGCGAGAT TTTCAGGAGCTAAGGAAGCTAAAATGGAGAAAAA

RN R U A R Rt R A S A A AN R NN
CAAGT CTTGCGAGCCAACGGECGECCCGCAAAAAAT AACCACT CTTAGGT TCGAT CGAACCGCTCTAAAAGT CCTCGATTCCTTCGATTTTACCTCTTTTT

AATCACTGGATATACCACCGT TGATATATCCCAATGCCATCGTAAAGAACATTTTGAGGCAT TTCAGT CAGT TGCTCAATGTACCTATAACCAGACCGT T

R R N AN R Rt AN AN RN R NERAN AR
TTAGTGACCTATATGGT GGCAACTATATAGGGT TACCGTAGCAT TTCT TGTAAAACT CCGTAAAGT CAGT CAACGAGT TACAT GGATATTGGTCTGGCAA

BspEl
Pvu2 Dral Bsml |

I I ||
CAGCTGGATATTACGGCCTTTT TAAAGACCGTAAAGAAAAAT AAGCACAAGT TTTATCCGGCCT TTATTCACATTCTTGOCCGCCTGATGAATGCTCATC

R R A R R R RN R AR A RN AN
GTCGACCTATAATGCCGGAAAAATTTCTGGCATTTCTTTTTATTCGT GT TCAAAATAGGCCGGAAATAAGT GTAAGAACGGGECGGACTACT TACGAGTAG

Bsr D1 Acl 1
CEEAATTTCfﬁATGECAATEALAEACGEWEAECTGEWGAIATGEEATAETGWTCACCCTIGWTACACCGTTTTCCATGAECAAACTGAA%CGWTTTCATE
A S S R T

Bpml
GCTCTGGAGT GAATACCACGACGAlI'TTCCCII:AGT TTCTACACATATATTCGCAAGAT GTGGCGT GT TACGGT GAAAACCT GGCCTAT TTCCCTAAAGGG

R R R N Nt Rt R AR AR E NN AN AR
CGAGACCTCACT TATGGT GCTGCTAAAGGCCGT CAAAGAT GTGTATAT AAGCGT TCTACACCGCACAAT GOCACT TTTGGACCGGATAAAGGGATTTCCC

900
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1401

1501

1601

1701

1801

1901

BsnB1l Pf I ML Dral Mscl

TTTATTGAGAATATGTTTTTCGT CTCAGCCAATCCCTGGEGTGAGI TTCACCAGT TTTGATTTAAACGT GGCCAATATGGACAACTTCTTCGCCCCCGTITT

RN R A R N RN A EE NN A NN E R N U RN RN
AAAT AACTCT TATACAAAAAGCAGAGT CGGT TAGGGACCCACT CAAAGT GGT CAAAACT AAAT TTGCACCGGT TATACCTGT TGAAGAAGCGGGGGCAAA

Ncol Sspl

|
TCACCATGGGECAAATAT TATACGCAAGGECGACAAGGT GCTGAT GCCGCT GECGATTCAGGT TCATCATGCCGT CTGT GATGGECT TCCATGT CGGCAGAAT

N R R R A RN AN AN AR R NN
AGTGGTACCCGT TTATAATATGCGT TCCGCTGT TCCACGACT ACGECGACCGCTAAGT CCAAGT AGT ACGGCAGACACT ACCGAAGGTACAGCCGTCTTA

Bsml Scal
I
GCTTAATGAATTACAACAGT ACT GCGAT GAGT GBCAGGGCGEEECGTAATTTTTTTAAGGCAGT TATTGGT GCCCT TAAACGCCTGGGGTAATGACTCTC
R R R R R N R RN N R RN NN REEE R nuEn A
CGAATTACTTAATGT TGTCATGACGCTACT CACCGT CCCGCCCCGCATTAAAAAAAT TCCGT CAATAACCACGGCGAATTTGCGGACCCCATTACTGAGAG
BpuEl Bnr 1 Eci 1l
I I I
TAGCTTGAGGCATCAAATAAAACGAAAGGCT CAGT CGAAAGACTGGGCCTTTCGTTTTATCTGT TGT TTGT CGGT GAACGCT CTCCTGAGTAGGACAAAT

R R R AR R AR A RN NRE R NRRA AR
ATCGAACTCCGTAGT TTATTTTGCT TTCCGAGT CAGCT TTCTGACCCGGAAAGCAAAAT AGACAACAAACAGCCACT TGOGAGAGGACTCATCCTGT TTA

Xbal
BsrBl | BsnB1

I I
CCGCCGCTCTAGAGCTGCCTCGCGCGT TTCGGT GATGACGGT GAAAACCT CTGACACAT GCAGCT CCCGGAGACGGT CACAGCT TGT CTGTAAGCGGATG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
GGCGGOGAGAT CTCGACGGAGCGOGCAAAGCCACTACT GCCACT TTTGGAGACT GTGT ACGT CGAGGGECCT CTGCCAGT GTCGAACAGACATTCGCCTAC

Drdil Bnrl PflF1 Bst Z1
| |
CCGGEGAGCAGACAAGCCCGT CAGEECGECGT CAGCGEGT GT TAECGEEGT GT CEGGEECGCAGCCAT GACCCAGT CACGT AGCGATAGCGGAGT GTATACT GG

R R R R R R A RN AN AN A AR RA NN
GGCCCTCGTCTGT TCGEECAGT CCOBCGCAGT CGCCCACAACCGCCCACAGCCCOGCGT CGGTACT GBGT CAGT GCATCGCTATCGCCT CACATATGACC
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2001

2101

2201

2301

2401

2501

Bst AP
Apall Ndel|
I | |
CTTAACTATGCGGCATCAGAGCAGATTGTACT GAGAGT GCACCATATGCGGTGTGAAATACCGCACAGAT GCGTAAGGAGAAAATACCGCATCAGECECT
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
GAATTGATACGCCGTAGICTCGTCTAACATGACTCTCACGTGGTATACGCCACACTTTATGECGT GTCTACGCATTCCTCTTTTATGGECGTAGT CCGCGA
Sapl
Ear 1 Bsr Bl

I I
CTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGT CTGT CGGECT GCGGECGAGCGGT AT CAGCT CACT CAAAGGCGGT AATACGGT TATCCACAGAATC

R R A R R R AR R N NN NN R AR N ERAA AN
GAAGGOGAAGGAGCGAGT GACT GAGCGACGOGAGCCAGACAGCCGACGCCOGCT CGOCATAGT CGAGT GAGT TTCOGCCAT TATGCCAATAGGTGTCTTAG

BspLU Eci 1

| |
AGGCGGATAACCCAGGAAAGAACAT GT GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGT AAAAAGECCGECGT TEACTGECGT TTTTCCATAGECT CCECCCC

R R R R R R R A AN A AR AN
TCCCCTATTGCGTCCT TTCT TGTACACTCGT TTTCCGGT CGT TTTCOGGT CCT TGGCAT T T T TCCGGOGCAACGACCGCAAAAAGGT ATCCGAGGCGEEG

BpuEl Drdil BssS1
I I I
CCTGACGAGCAT CACAAAAAT CGACGCT CAAGT CAGAGGT GGCGAAACCCGACAGGACTATAAAGATACCAGGCGT TTCCCCCTGGAAGCTCCCTCGTGC

R R A R N NN AR R RN AR AR AR
GGACTGCTCGTAGTGT TTTTAGCTGCGAGT TCAGT CTCCACCGCT TTGGGCT GTCCTGATAT TTCTATGGT CCGCAAAGGGGGACCT TCGAGGGAGCACG

Bci V1 Eci 1

GCTCTCCTGI TCCGACCCTGCCGCTTACCCGATACCTGTCCCCCTTTCTCCCT TCGEGAAGCGT GECGCT TTCTCAATGCTCACGCTGTAGGTATCTCAG

R R R R R R RN A RNt AR E RN R RN AN
CGAGAGGACAAGGCT GGGACGGOGAAT GGCCTAT GGACAGGCGGAAAGAGGGAAGCCCT TCGCACCGOGAAAGAGT TACGAGT GCGACATCCATAGAGTC

BseYl Apall

|
TTCGGTGTAGGT CGT TCGCT CCAAGCT GEECT GT GT GCACGAACCCCCCGT TCAGCCCGACCGECT GCGCCTTATCCGGTAACTATCGTCTTGAGI CCAAC

R A N R A N R R R R R AN N RN RN AN
AAGCCACATCCAGCAAGCGAGGT TCGACCCGACACACGT GCT TGGGEEGCAAGT CBRGCT GGOGACGOGGAAT AGGCCAT TGATAGCAGAACTCAGGT TG
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2601

2701

2801

2901

3001

3101

3201

BpuEl Al WwN1

I I
CCGGTAAGACACGACT TATCGCCACT GGCAGCAGCCACT GGTAACAGGAT TAGCAGAGCGAGGTAT GTAGGCGGT GCTACAGAGT TCTTGAAGT GGTGCC

R R R R R R R R R R N N RN RN NN AN
GGCCATTCTGTGCTGAATAGCGGT GACCGT CGT CGGTGACCAT TGT CCTAAT CGTCTCGCT CCATACAT CCGCCACGATGTCTCAAGAACT TCACCACCG

Eco57

I
CTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCT CTGCT GAAGCCAGT TACCT TCGGAAAAAGAGT TGGTAGCTCTTGATCCGGCAAACA

N R N R A R AN RN RN A
GATTGATGCCGATGT GATCT TCCTGTCATAAACCATAGACGCGAGACGACT TCGGT CAATGGAAGCCT TTTTCTCAACCATCGAGAACTAGGCCGT TTGT

BpuEl

I
AACCACCGCTGCGTAGCGGTGGT TTTTTTGI TTGCAAGCAGCAGAT TACGCGCAGAAAAAAAGGAT CTCAAGAAGATCCTTTGATCTTTTCTACGEEGTCT

R R R NN T N NN R NEERAA RN
TTGGT GGOGACCATCGCCACCAAAAAAACAAACGT TCGTCGT CTAATGCGCGT CTTTTTTTCCTAGAGT TCTTCTAGGAAACT AGAAAAGAT GCCCCAGA

BspH1 Dral Dral

I I I
GACGCTCAGT GGAACGAAAACT CACGT TAAGGGAT TTTGGT CATGAGAT TATCAAAAAGGATCTTCACCTAGATCCT TTTAAATTAAAAATGAAGT TTTA

R Rt R R R N NN N AN N A EER R R AR
CTGCGAGT CACCTTGCT TTTGAGT GCAATTCCCTAAAACCAGT ACTCTAATAGT TTTTCCTAGAAGT GGATCTAGGAAAAT TTAATTTTTACT TCAAAAT

AATCAATCTAAAGTATATATGAGT AAACT TGGT CTGACAGT TACCAATGCT TAATCAGT GAGGCACCTATCTCAGCGATCTGT CTATTTCGI TCATCCAT

N N N N R A e A e AR A AN A
TTAGT TAGATTTCATATATACT CATTTGAACCAGACT GTCAATGGT TACGAAT TAGT CACT COGT GGATAGAGT CGCTAGACAGATAAAGCAAGTAGGTA

Bsr D1
Ahd1 Bnr 1 Bsal Bpmil

| I I I
AGCTGCCTGACT CCCCGT CGT GTAGATAACTACGAT ACGGGAGGEECT TACCAT CTGECCCCAGT GCTGCAAT GATACCGCGAGACCCACGCT CACCGECT

R R R N R N AN N AN AN NN AR REEEAR AR
TCGACGGACT GAGGGGCAGCACAT CTATTGATGCT ATGCCCT COCGAAT GGT AGACCGGGGT CACGACGT TACTAT GGCGCT CT GGGT GCGAGT GGCCGA

Bgl 1 Eci 1l Asel

I | I
CCAGATTTATCAGCAATAAACCAGCCAGCCCGAAGGGECCGAGCGCAGAAGT GGTCCTGCAACT TTATCCGCCT CCATCCAGT CTATTAATTGT TGCCGGG

RN st N R R R N A NN RN ANANEA AR
GGTCTAAATAGTCGT TATTTGGT CGGT CGGOCT TCCOGGCT CGOGT CTTCACCAGGACGT TGAAATAGGCGGAGGT AGGT CAGATAAT TAACAACGGCCC

6
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3301

3401

3501

3601

3701

3801

Acl 1
Fspl | Bsr D1

AAGCTAGAGT AAGTAGI TCGCCAGI TAATAGT TTGCGCAACGT TGT TGCCATTGCTACAGECATCGT GGT GTCACGCTCGICGTTTGGTATGECTTCATT

R R R R N R NN N m et A RNt AN R RN RN NARRERE oy
TTCGATCTCAT TCATCAAGCGGT CAAT TATCAAACGCGT TGCAACAACGGT AACGAT GT CCGTAGCACCACAGT GOGAGCAGCAAACCATACCGAAGTAA

Pvul

I
CAGCTCCGGT TCCCAACGAT CAAGGCGAGT TACATGATCCCCCATGT TGT GCAAAAAAGCGGT TAGCT CCTTCGGT CCTCCGATCGT TGT CAGAAGTAAG

R R R N R A R AN AN A RN AR AR RN TR AN oy
GT CGAGGCCAAGGGT TGCTAGT TCOGCT CAATGTACTAGGGGGTACAACACGT TTTTTCGCCAAT CGAGGAAGCCAGGAGGCTAGCAACAGTCTTCATTC

Btsl Btsl Scal

I I
TTGGECCGCAGIGTTATCACTCATGGT TATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATCCTTTTCTGT GACTGGT GAGTACTCAA

R N N R R N RN R A A N AR AN AN A ey
AACCGGCGT CACAAT AGT GAGTACCAAT ACCGT CGT GACGT AT TAAGAGAAT GACAGT ACGGT AGGCAT TCTACGAAAAGACACT GACCACT CATGAGT T

Bcgla Bcglb Dral

I I I
CCAAGTCATTCTGAGAATAGT GTATGCGGCGACCGAGT TGCT CTTGCCCGECGT CAAT ACGGGATAATACCGCGCCACATAGCAGAACT TTAAAAGT GCT

LLLTERE TR e e e e e e e e r e e e e e =it 3700
GGTTCAGTAAGACT CT TATCACATACGCCGCT GECT CAACGAGAACGGGCCGCAGT TATGCCCTAT TATGGCGOGGT GTATCGT CTTGAAATTTTCACGA

EcoK

Eco57 |

Xm1 Apall |
Acl 1 BpuEl BssS1 | |

I I 1 |
CATCATTGGAAAACGT TCTTCGGGEGCGAAAACT CTCAAGGATCTTACCGCTGT TGAGAT CCAGT TCGAT GTAACCCACT CGT GCACCCAACTGATCTTCA

LLCEEEEE L= e e e e e =ttt e 3800
GTAGTAACCT TTTGCAAGAAGCCCCGCT TTTGAGAGT TCCTAGAAT GGOGACAACT CTAGGT CAAGCTACAT TGGGT GAGCACGT GGGT TGACTAGAAGT

GCATCTTTTACTTTCACCAGCGT TTCTGGEGT GAGCAAAAACAGGAAGGECAAAAT GCCGCAAAAAAGGGAAT AAGGGCGACACGGAAATGT TGAATACT CA

U U R s R R e e R e A e A R ey
CGTAGAAAAT GAAAGT GGTCGCAAAGACCCACTCGT TTTTGTICCTTCCGT TTTACGECGT TTTTTCCCTTATTCCCGCTGT GCCTTTACAACTTATGAGT
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Bsr Bl
Bci V1 [
Earl Sspl BspHL | [
I
TACTCTTCCTTTTTCAATATTATTGAAGCAT TTATCAGGGT TATTGT CTCATGAGCCGATACATATTTGAATGTATTTAGAAAAAT AAACAAATAGCEGGT

3901 [ LLLEETEE= Pt ettt e e e et e e e e e <> 4000
ATGAGAAGGAAAAAGT TATAAT AACT TCGTAAAT AGT CCCAATAACAGAGT ACT CGCCTATGTATAAACT TACATAAATCTTTTTATTTGT TTATCCCCA

Aat 2 BspH1 BssS1 Bbs1

I I I I
TCCGCGCACAT TTCCCCGAAAAGT GOCACCT GACGT CTAAGAAACCAT TATTAT CATGACAT TAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGT

S R A R R A R R A N AN AR ey
AGGCGOGT GTAAAGGGGCT TTTCACGGT GGACTGCAGATTCT TTGGTAATAATAGTACT GTAAT TGGATAT TTTTATCCGCATAGT GCTCCGGGAAAGCA

CTTCAC
4101 ||||]|] 4106
GAAGTG

Found:

Aat 2 Acl 1 Ahdl Al el Al WwN1 ApalL1l Asel BantHl Bbs1 Bcgla Bcglb Bci V1 Bgl 1 Bgl 2
Bl p1 Bnr 1 Bpmil BpulO BpuEl Bsal BsaB1 BseR1 BseY1l Bsgl Bsmil BsnB1 BspEl BspH1
BspLU Bsr Bl Bsr D1 Bsr GL BssH2 BssS1 Bst AP Bst E2 Bst Z1 Btsl Dral Drdl Ear 1 Eci 1
Eco57 EcoK Fspl H nd3 Kas1l M el Mscl Nar 1 Ncol Ndel Nhel Pfl F1 Pfl ML P 1

Psi 1 Pvul Pvu2 Sac?2 Sapl Scal Sgr Al Sphl Sspl Xbal Xhol Xml
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Uni que:

Aat 2
BspEl

Pvul

Ahd1l
BspLU

Pvu2

Not found:

Aar 1
Bf uAl
EcoR1

Nsi 1

Smal

Excl uded

Accl
BsaAl
Bsr F1

Fok1
HpyC4
PpuML
TspR1

Accb65
BngB1
EcoRV

Pacl
SnaBl1

by site

Aci 1
BsaHlL
BssK1l

Hae?2
Hpy C5

Rsal

Al el
BssH2

Sac?2

Af el
BsaXa
ScFRT

Pmel

Spel

Al wN1
Bst AP

Sgr Al

Afl 2
BsaXb
Fsel
PshAl
Srfil

compl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo2
Sau96

Asel
Bst Z1

Sphl

Agel
Bsi WL
FspAl
PspOM

Stul

Al wl
BseM2
Bst Ul

Hhal

wvhl 1
Sf aN1

BanH1
EcoK

Xbal

Apal
BspML
Hpal
Pst1
Swal

Apol
Bsi E1

Bst Y1
H nc2
Msel
Sfcl

Bbs1
Fspl

Xhol

Ascl
Bst B1
I _Ceu

Rsr 2
Pl Sce

Aval
Bsi H1
Bt gl
H nf1l
Msl 1
Sm 1

Bcgla

H nd3

Asi S1
Bst X1
Kpnl
Sacl
xXcml

Avaz2
Bsl 1
Cac8
H nP1
MspAl
Styl

Bcglb

M el

Avr 2
Bsu36
| oxP
Sal 1

Banl
BsmAl
CviJl

Hpa2

Mo 1

Taql

Bgl 1

Ncol

Baela
_Chi
M ul

SanD1

Ban2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

Bgl 2

Ndel

Baelb
Cal
Nael
Sbf 1

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

Bpul0

Nhel

BbvC1l

Dr a3
NgoMw4
SexAl

BceAl
BspCa
EcoOl
Hpy 1
N a4
Tsel

BsaB1

PflF1

Bcl 1
Eagl
Not 1
Sfil

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

BseR1

Psi 1

Bf r B1
EcoN1L
Nrul
Sgfl

Brmel5
Bsrl
Fnu4H
Hpy C3
Pl el
Tsp50



