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pTurboGFP-PRL-destl vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.

Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete
refer to the Table of restriction sites.
Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut s

MCS sequence shown in frame, amino acids coded by MCS and MODC amino acids are shown in bold black.

enzyme list please

ite).

BanmHl
Smal |
Apal| |
PspOM || |
Sac?| [ 1
Xhol H nd3 EcoRl Sal 1 Kpnl || [ 1
Af el BpuEl Bgl 2 | Sacl | BstB1l | Pst 1] Acc65 | [ [] | Agel Ncol
I I I II II II I I | | 11| I I
1 T 1
TAGWTATTACTAGCGCTACCGEACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGWCGACGEWACCGCGEECCCGEEATCCACCGEWCGCCACCATGG
T PrErer = rrrerer=e e e =t rrr= e e e e et e 100
ATCAATAAT GATCGCGAT GGCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GECGECCCGGEECCCTAGGT GEGCCAGCGGT GGTACC
L L L|lALPDSIDLELI KL RI L QSTVPRARUDUZPWPVAT
Ncol
Bsr B1 BsaXa | BsaXb _Chi
I I I I I
AGAGCGACGAGAGCGGECCT GCCCGCCAT GGAGAT CGAGT GCCGCAT CACCGGECACCCT GAACGGECGT GGAGT TCGAGCT GGT GGECGECGGAGAGGECAC
101

TCTCGCTGCT CTCCCCCGACGEECEGET ACCT CTAGCT CACGECGT AGT GECCGT GGGACT TGCCGCACCT CAAGCT CGACCA

AR R R A R AR AR R R AR A AR AN AR AR
CCCGCCCCCTCT!

LTI 200
CCCGTG
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201

301

Eco57

401

501

Eci 1

Nar 1
Sapl Kas1|
Earl Eco57 [ ]

| | |1 | 1 |
CCCCGAGCAGGGCCGCAT GACCAACAAGAT GAAGAGCACCAAAGGCGCCCT GACCT TCAGCCCCT ACCT GCT GAGCCACGT GATGGGCTACGGCTTCTAC

R R e A N AN A AN R AR AR AR ey
GGGGCTCGTCCOBECGTACTGGT TGT TCTACT TCTCGTGGT TTCCGOGGGACT GGAAGT CGGGGAT GGACGACT CGGT GCACTACCCGAT GCCGAAGAT G

BseYl Bsgl Xm1l Bsgl

| I | I
CACTTCGGECACCTACCCCAGCGECT ACGAGAACCCCT TCCTGCACGCCAT CAACAACGECGECT ACACCAACACCCGCAT CGAGAAGT ACGAGGACEECG

R R R R R R R AN NN AR ARty
GT GAAGCCGT GGAT GGGGT CBCCGAT GCT CT TGGGGAAGGACGT GCGGTAGT TGT TGCCGOCGAT GTGGT TGT GBECGTAGCT CTTCATGCTCCT GCCGC

Fsel

Nael |

Eagl |

P 1 NgoM4 | |

| | | | |
GCGT GCTGCACGT GAGCT TCAGCTACCGCT ACGAGGECCGGECCECGT GATCGGCGACT TCAAGGT GATGBECACCGGCT TCCCCGAGGACAGCGTGATCT T

U R R R R Nt A A R A A N ey
CGCACGACGT GCACT CGAAGT CGAT GGCGAT GCT COGGECCGEOGCACT AGCCGCT GAAGT TCCACT ACCCGT GGCCGAAGGGGCT CCT GTCGCACTAGAA

Ncol

BspML

Bf uAl

Bsgl Aar 1
| |

CACCGACAAGATCATCCGCAGCAACGCCACCGTI GGAGCACCTGCACCCCATGEECGATAACGATCTGGATGECAGCT TCACCCGCACCTTCAGCCTGCEC

A N R R R R A N et AR R ANy
GTGGCTGT TCTAGT AGGCGT CGT TGOGGT GGCACCT CGT GGACGT GBEGT ACCCGCTAT TGCTAGACCT ACCGT CGAAGT GGGOGT GGAAGT CGGACGCG

BsaBl1 Eco57
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BsaXb BsaXa BseYl Pst1 PspOM
I I I I I
GACGGCGGCTACT ACAGCT CCGT GGT GGACAGCCACAT GCACT TCAAGAGCGCCAT CCACCCCAGCAT CCTGCAGAACGEGEGEGECCCCATGT TCGCCTTCC

L R N R R N R R N et R N RN RN AN nnAAAA N
CTGCCGCCGAT GAT GT CGAGGCACCACCT GTCGGT GTACGT GAAGT TCTCGCGGT AGGT GGGGT CGTAGGACGT CTTGCCCCCGGGGTACAAGCGGAAGG

Eci 1
Apal |
||
||

Xhol
BseR1 BseYl Bgl 2 |

I I I
GCCGCGT GGAGGAGGAT CACAGCAACACCGAGCT GGGCAT CGT GGAGT ACCAGCACGCCT TCAAGACCCCGGAT GCAGAT GCCGGT GAAGAAAGATCTCG

A R A R A e R A A R R AR R A R
CGGCGCACCT CCTCCTAGT G CGT TGT GGCTCGACCCGT AGCACCT CATGGT CGTGOGGAAGT TCTGBEGECCTACGT CTACGGCCACT TCTTTCTAGAGC
R S R

Nael
Sgr Al |
EcoRV Ncol Ngowd | Bsr Bl

I I | | I
AGATATCAGCCATGGCT TCOOGCCGEOGGT GBUGGECGCAGGAT GATGECACGCT GOCCAT GTCT T GT GOCCAGGAGAGCGGEGAT GGACCGT CACCCT GCA

LU R N R R A R R R A AR A AR R R
TCTATAGT CGGT ACCGAAGGGECGGECCGCCACCGCCGOGT CCTACT ACCGT GOGACGGGT ACAGAACACGGGT CCTCTCGCCCTACCT GGCAGT GGGACGT
MoDC > DI SHGFPPAVAAQDDG GTLPMSCAQESGMDTR RUHTPA

Bst AP
Pst 1 | Eagl Xbal BsaB1 Dral

I I I I
GCCTGTGCT TCTGCTAGGAT CAATGT GTAGGAT CGGCCGCGACT CTAGATCATAATCAGCCATACCACAT TTGTAGAGGT TTTACTTGCT TTAAAAAACC

901 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
CGGACACGAAGACGAT CCTAGT TACACAT CCTAGCCGGEUGCT GAGAT CTAGT AT TAGT CGGTAT GGTGTAAACAT CTCCAAAAT GAACGAAATTTTTTGG
MoDC > ACASARI NV ¥

Bsmil
M el| Hpal Psi 1
| | I
TCCCACACCTCCCCCTGAACCTGAAACATAAAAT GAATGCAATTGT TGTTGT TAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCAT

001 [LLEEErrr=rrrrrrrrr=rerrrerer=rerreeree=eeereeeer=eereeeeer=eee e e e e e e e e e e e e e e e e e
AGGGT GT GGAGGECGACT TGGACTTTGTATTTTACT TACGT TAACAACAACAAT TGAACAAATAACGT CGAATATTACCAATGI TTATTTCGT TATCGTA

3

700

800
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1101

1201

1301

1401

1501

1601

Btsl Bsmil Afl 2 Sspl
I I
CACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGI TGTGGT TTGTCCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAGCGT TAATAT
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
GTGITTAAAGTGT TTATTTCGTAAAAAAAGT GATCAACACCAAACAGGT TTGAGTAGT TACATAGAATTCCGCATTTAACATTCGCAATTATA
Psi 1
I
TTTGITAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAAT AGGCCGAAAT CGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAG
FETTTTTEr=0Er =t et e et e =<t et = et
AAACAATTTTAAGCGCAATTTAAAAACAATTTAGT CGAGTAAAAAAT TGGT TATCCGGCTTTAGCCGT TTTAGGGAATATTTAGITTTCTTATCTGGCTC
BsaXb Drdl BsaXa
I I I
ATAGGGT TGAGT GT TGT TCCAGT TTGGAACAAGAGT CCACTAT TAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGATGGECC
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
ATCCCAACT GGTCAAACCTTGT TCTCAGGTGATAATTTCTTGCACCTGAGGT TGCAGT TTCCCGCTTTTTGGCAGATAGT CCCGCTACCGG

Dr a3

I
CACTACGT GAACCATCACCCTAATCAAGT TTTTTGGGEGT CGAGGT GCCGT AAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGATTTAGAGCT TGACG

RN N R R A e A N AR R
GTGATGCACT TGGTAGT GGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGT GATTTAGCCT TGGGAT TTCCCT CGBEGGCTAAATCTCGAACTGC

Nael
NgoM4 | Bsr Bl
[ | I
GGGAAAGCCGGCGAACGT GGCGAGAAAGGAAGGEGAAGAAAGCGAAAGGAGCGGEECGCT AGGGCGCT GGCAAGT GTAGCGGT CACGCTGCGCGTAACCACC

R R R R R R R e R AR RN AN R A AN AA AR
CCCTTTCGGCCGCT TGCACCGCTCTTTCCTTCCCT TCTTTCGCT TTCCTCGCCCGOGAT COCGCGACCGT TCACAT CGCCAGT GCGACGCGCATTGGTGG

ACACCCGCCGECGCT TAAT GCGCCCCTACAGEECGECGT CAGGTGECACT TTTCCGEGGAAAT GTGCECGGAACCCCTATTTGT TTATTTTTCTAAATACATT

||||||||I*I||||||II*II||||||I*I||||||II*II||||||I*I||||||II*II||||||I*I||||||II*IIIIIIIII*IIIIIIIII*
GT GGGOGGECGOGAAT TACGCGGCGAT GT COCGCGCAGT CCACCGT GAAAAGCCCCT T TACACGCGCCT TGGGGATAAACAAAT AAAAAGAT TTATGTAA
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1701

1801

1901

2001

2101

Bci V1
BspH1 | Eci 1l
BsrBl | | Sspl Earl Bsu36 Pvu2 |

I
CAAATATGTATCCCCTCATGAGACAATAACCCT GATAAATGCT TCAATAATATTGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCTGTGGAATGT G

CETTTEEET LRt e e = err e e e = ee e e et e e e e = e e e = eer e e =t e = 1800
GITTATACATAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACTTTTTCCTTCTCAGGACTCCGCCTTTCTTGGTCGACACCTTACAC
Nsi 1
Sphl |
Bf rBl |
BseY1l BstAP | | SexAl
I |1 I
TGT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAGGT GTGGAAAGT CCCCAG
CELTEEEET TR =t e e e = e e e e e = er e e e = e e e e =t et e e = e e e e r= e et 1900
ACAGT CAATCCCACACCT T TCAGGGGT CCGAGGGGTCGT CCGTCTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT CCACACCTTTCAGGGGTC
Nsi 1
Sphl |
Bf rBl | Eci 1l
BseYl Bst AP | | Eci 1 Eci 1 Bnr 1]

I |1 I I |l
GCTCCCCAGCAGGCAGAAGT ATGCAAAGCATGCATCTCAATTAGT CAGCAACCATAGT CCCGCCCCTAACT CCGCCCAT CCCGCCCCTAACT CCGCCCAG
R R R R R R R N R R R N R R AR RN NN R RN vy
CGAGGGGTCGTCCGTCTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT AT CAGGGCGGEGEGAT TGAGGCGGEGT AGGECGEEEGAT TGAGGCEGEGTC

Sfil
Eci 1 Ncol Bgl 1
I I I
TTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGECCGAGGCCGCCTCGECCT CTGAGCTAT TCCAGAAGTAGT GAGGAGEC
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2100
AAGGCGGEGT AAGAGGCGEGEGT ACCGACT GATTAAAAAAAAT AAA CTCCGGCT CCGECGCGAGCCEGAGACT CGATAAGGT CTTCATCACTCCTCCG
Avr 2
St ul| BspML
BseR1 || Cal BsaB1 Bf uAl Eagl
|11 I I I I
TTTTTTGGAGGCCTAGCCT TTTGCAAAGAT CGAT CAAGAGACAGCGAT GAGGATCGT TTCGCATGAT TGAACAAGATGGATTGCACGCAGGT TCTCCGGCC
CETTTEEET* TRt e e = e e e e e =t e e e e e e =t e e e e = eer e e =t e e =t 2200

AAAAAACCT CCGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCTAACGT GCGT CCAAGAGGECCGG
5
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2201

2301

2401

2501

2601

Nar 1
Bnr 1 Kas1|
I |l
GCTTGGGT GGAGAGGCTAT TCGGCTAT GACT GGGCACAACAGACAAT CGGCT GCTCTGAT GCCGCCGT GT TCCGGCT GT CAGCGCAGGEGEGECECCCGGTTC

U A A AN N N R AR A AR R AN N RREE AR AR R A N sy
CGAACCCACCT CTCCGATAAGCCGATACT GACCCGT GT TGT CTGT TAGCCGACGAGACT ACGECGGCACAAGGCCGACAGT CGCGT CCCCGOGGEECCAAG

Pvu2
Drdl Mscl Fspl |

I | |
TTTTTGT CAAGACCGACCT GT' CCGGT GCCCT GAAT GAACT GCCAAGACGAGGCAGCGCGECT AT CGT GECT GECCACGACGEECGT TCCT TGCGCAGCT GT

LECTEEEE = EEE e e e et = e e e e e == it 2400
AAAAACAGT TCTGGCT GGACAGGCCACGGGACT TACT TGACGT TCTGCTCOGT CGOGCCGATAGCACCGACCGGT GCT GCCCGCAAGGAACGCGT CGACA

PflF1 Eco57

I I
GCTCGACGT TGT CACT GAAGCGCGGAAGGGACT GECTGCTAT TGGEGCGAAGT GCCGEEGCAGGAT CTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGT A

R R R R R R AR A RN AR RN AN AR RN iy
CGAGCTGCAACAGT GACT TCGCCCT TCCCTGACCGACGAT AACCCGCT TCACGGCCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCTCTTTCAT

BspML
Bci V1 Bsr D1 Bf uAl

I I I
TCCATCATGGECTGATGCAAT GCEECGEECTGCATACGCT TGATCCGECT ACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGTACTC

R A A N R A A A A N A A AN sty
AGGT AGTACCGACTACGT TACGCCGOCGACGT ATGCGAACT AGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGTAGCGTAGCT CGCTCGTGCATGAG

Sapl
Earl BpuEl Sphl

I | I
GGATGGAAGCCGGT CTTGT CGATCAGGAT GAT CT GGACGAAGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGECT CAAGGCGAGCAT GCCCGA

R R R R N R N N AN AN RN S AN NE R AR AN A RE N ey
CCTACCT TCGGOCAGAACAGCT AGT CCTACTAGACCTGCT TCTCGT AGT CCCCGAGCGCGGT CBGCT TGACAAGCGGT COGAGT TCOGCT CGTACGGGCT
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2701

2801

2901

3001

3101

BseYl
Nael |
Ncol NgoM4 | |

I |11
CGCCGAGGATCTCGT CGT GACCCAT GGCGATGCCTGCT TGCCGAAT AT CATGGT GGAAAATGGCCCCTTTTCTGGAT TCATCGACT GT GGCCGECT GGGT

R A R R R R N RN R R AR RN RN REEAN AR ey
GCCGCTCCTAGAGCAGCACT GBGT ACCGCT ACGGACGAACGGCT TATAGTACCACCT TTTACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCA

Sapl
Rsr 2 Eci 1 Ear 1 Eco57 BssS1

I I I I I
GT GGOGGACCGCTAT CAGGACATAGCGT TGGCTACCCGT GATAT TGCT GAAGAGCT TGGBCGEOGAAT GBGECT GACCGCT TCCTCGTGCTTTACGGTATCG

R R R A N N A R ANt AN R NN N RAN NN sy
CACCGCCT GGOGATAGT CCTGTATCGCAACCGAT GGGCACTATAACGACT TCT CGAACCGCOGCT TACCCGACT GBCGAAGGAGCACGAAAT GCCATAGC

Bsr Bl Bsr Bl Bst B1

I I I
CCGCTCCCGAT TCGCAGCGCATCECCTTCTATCGCCT TCTTGACGAGT TCTTCT GAGCGGGACT CTGEGGT TCGAAAT GACCGACCAAGCGACGCCCAAC

R R R R R R N RN NN R R E RN AN AR e vy
GGCGAGGGCTAAGCGT CGOGT AGCGGAAGATAGCGGAAGAACT GCT CAAGAAGACT CGCCCT GAGACCCCAAGCT TTACTGGCT GGT TCGCTGOGGGT TG

BssS1 Nael
BspML NgoM4 |
Bf uA1 Bpni |

I | |
CTGCCATCACGAGATTTCGAT TCCACCGCCGCCT TCTATGAAAGGT TGEECT TCGGAATCGT TTTCCEEGACGCCGEECT GGATGAT CCT CCAGCGECAEEEG

LCEELTEE e = e e e = e e e e e e > e = e e e et 3100
GACGGTAGT GCTCTAAAGCT AAGGT GGCGGECGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGCCGACCT ACT AGGAGGT CGCGCCCC

Bpnil
Avr2 |

| |
ATCTCATGCTGGAGT TCTTCGCCCACCCT AGCGGGAGGCT AACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCCCGCTATGACGECAATAAAAAG

RN R A e R A A e A A A R R A N AN N RN ety
TAGAGTACGACCT CAAGAAGCGGGT GBGAT CCCCCT COGAT TGACT TTGTGCCT TCCTCT GT TATGGCCT TCCT TGEBGCGOGATACTGCCGT TATTTTTC
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Bsal

|
ACAGAATAAAACCCACGGT GT TGEGTCGT TTGI TCATAAACGCGEGEGT TCGEGT CCCAGGEECT GGCACT CTGT CGATACCCCACCGAGACCCCATTGEGEC

3201 [ LLELEREE=t et e et = e et e e e e e e 3300
TGTCTTATTTTGOGT GCCACAACCCAGCAAACAAGT AT TTGCGCCCCAAGCCAGGGT CCCGACCGT GAGACAGCT AT GBGGT GECT CTGGEGGTAACCCCG

Bst AP
Al wN1
I
CAATACGCCCCCGTITTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGGEGT GAAGGCCCAGGECT CGCAGCCAACGT CGGEECGEECAGECCCTGCCATAG
3301 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3400
ATGCCGGECCCAAAGAAGGAAAAGGEGT GEGGT GEGEGEGEGET TCAAGCCCACT TCCGEGT CCCGAGCGT CGGT TGCAGCCCCGCCGT CCGGGACGGTATC
Bsu36 Dral Dral BspHL
I I I I
CCTCAGGT TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAAT
3401 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3500
GGAGTCCAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTT TCCTAGATCCACT TCTAGGAAAAACTATTAGAGTACTGGTTTTA
BpuEl

I
CCCTTAACGTGAGITTTCGT TCCACT GAGCGT CAGACCCCGT AGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTG

Lo A R N A A e A R R R AN R AR A e
GGGAAT TGCACT CAAAAGCAAGGT GACT CGCAGT CTGGGGCATCT TTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAAC

Eco57

I
CAAACAAAAAAACCACCGCTACCAGCGGT GGT TTGT TTGCCGGAT CAAGAGCTACCAACT CTTTT TCCGAAGGT AACT GGCT TCAGCAGAGCGCAGATAC

3601 [ [LLLLTEE=tErerrr =t et e = e e e e e = e e =i 3700
GITTGTTTTTTTGGT GGOGAT GGTCGCCACCAAACAAACGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCATTGACCGAAGT CGTCTCGOGTCTATG

Al wN1

|
CAAATACTGTCCTTCTAGT GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGT AGCACCGCCTACATACCT CGCTCTGCTAATCCTGT TACCAGTGEC

A R A N R N R R N A N AN AR AN
GTTTATGACAGGAAGAT CACAT CGGCAT CAAT COGGT GGT GAAGT TCTTGAGACAT CGT GGCGGAT GTAT GGAGCGAGACGAT TAGGACAATGGT CACCG
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3801

3901

4001

4101

4201

BpuEl ApalLl

| |
TGCTGCCAGT GGCGATAAGT CGT GT CT TACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGGGECT GAACGEGEEEGT TCGT GCACA

CEETTEEET= TR =t e e = err e e e = ee e e e = e e e =t e e e = eer e e =t e et 3900
ACGACGGT CACCGCTATTCAGCACAGAAT GGCCCAACCT GAGT TCTGCTAT CAATGGCCTAT TCCGCGT CGCCAGCCCGACT TGCCCCCCAAGCACGT GT
BseYl
I
CAGCCCAGCT TGGAGCGAACGACCTACACCGAACT GAGATACCTACAGCGT GAGCTAT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT
CETTTEEET*TEEEE =t e e = err e e = eee e e e e e e e = eer e =t ee =t 4000
GT'CGGGTCGAACCT CGCTTGCTGGATGT GGCT TGACTCTATGGATGT CGCACTCGATACT CTTTCGCGGT GCGAAGGECT TCCCTCTTTCCGCCTGT CCA
Bci V1
Eci 1 [ BssS1
I I
ATCCGGTAAGCGGECAGGGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGEEGAAACGCCTGGTATCTTTATAGT CCTGTCGGGT TTCGCCACCTCTG
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 4100
TAGGCCATTCGCCGT CCCAGCCT TGTCCTCT CGCGT GCTCCCT CGAAGGT CCCCCT TTGCGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGA
Drdl BpuEl Eci 1l
I I I
ACTTGAGCGTCGATTTTTGT GATGCT CGT CAGGGEEECGEGAGCCTAT GGAAAAACGCCAGCAACGCGECCTTTTTACGGT TCCTGBCCTTTTGCTGGECCT
U R T T T s Tt R T R R e 40
TGAACTCGCAGCTAAAAACACT ACGAGCAGT CCCCCCGCCTCGGATACCTTTTTGCGGT CGT TGCGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGA
Nsi 1
BspLU Bf rBl |
I | |
TTTGCTCACATGTTCTTTCCTGCGT TATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT
CETETEEET TRt e e = err e et e e e =t i e =] 4266

AAACGAGT GTACAAGAAAGGACGCAATAGGGEGACTAAGACACCT AT TGECATAAT GECGGTACGT A
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Found:

Bgl 2
BspLU
Eagl
Nael

Sac?

Uni que:

dal

Sacl

Acc65
Bl pl
BspML
Ear 1
Nar 1

Sal 1

Acc65
Dr a3

Sac?

Af el
Bnr 1
Bsr Bl
Eci 1
Ncol

Sapl

Af el
EcoR1l

Sal 1

Afl 2
Bpnil
Bsr D1
Eco57
NgoM4

SexAl

Afl 2

EcoRV

SexAl

Agel
BpuEl
BssS1

EcoR1

Sfil

Agel
Fsel

Sfil

Al WwN1

Bsal
Bst AP
EcoRV
PflF1

Sgr Al

ApalLl
Fspl

Sgr Al

Apal
BsaBl
Bst B1

Fsel
Pf1 ML

Smal

BantH1
H nd3

Snal

Apall
BsaXa
Bsu36
Fspl
Pm 1

Sphl

Bgl 1
Hpal

Stul

10

Avr 2
BsaXb
Btsl
Hi nd3
Psi 1

Sspl

Bl pl
Kpnl

Xbal

BanHl

BseR1l

Hpal
PspQOM

Stul

Bsal
M el

Xm1l

Bci V1
BseYl
dal
Kas1l
Pst 1

Xbal

BspLU

Mscl

Bf r B1
Bsgl
Dral
Kpnl
Pvu2

Xhol

Bsr D1

Pfl F1

Bf uAl

Bsmil

Dr a3

M el

Xml

Btsl

Pf 1 ML

Bgl 1
BspH1
Drdl
Mscl

Sacl

_Chi

Rsr 2
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Not found:

Aat 2
BngBl
I _Ceu

Sgf 1

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Acl 1
BpulO
| oxP
SnaBl1

by site

Aci 1
BsaHl
BssK1

Hae?2
Hpy C5

Rsal

Ahd1l
Bsi WL
M ul
Spel

Al el
BsnB1
Ndel
Srfl

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Myo2
Sau96

Ascl
BspEl
Nhel
Swal

Al wl
BseMp
Bst Ul

Hhal

wvhl 1
Sf aN1

Asel
Bsr Gl
Not 1
Pl Sce

Apol
Bsi E1
Bst Y1
H nc2

Msel

Sfcl

Asi S1
BssH2
Nrul
Xcml

Aval
Bsi H1
Bt gl
H nfl
Msl 1
Sm 1

Baela
Bst E2
Pacl

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

11

Baelb
Bst X1
Pmel

Banl
BsmAl
CviJi

Hpa2

Mo 1

Taql

Bbs1
Bst Z1
PshAl

Ban2
BsnF1
Ddel
Hphl
Nci 1
Tat 1

BbvCl
EcoK
Pvul

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfi 1

Bcgla
EcoN1
SanD1

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bcglb
ScFRT
Shf 1

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

Bcl 1
FspAl
Scal

Bnel5
Bsr1
Fnu4H
Hpy C3
Pl el
Tsp50



