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pPhi-Yellow-C vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). MCS

sequence shown in frame, amino acids coded by MCS shown in black.

Asel Bgl 1

| |
TAGTTATTAATAGT AATCAATTACGCGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GGCCCGECCTGECTGACCG

O R R R R R R R R N R N N RN E N A nE AN N RRRR AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGT ATGT TCCCATAGT AACGCCAATAGGGACT TTCCAT TGACGT CAATGGGT GGAGTATTTACGGT

KO N R R R R R R N Rt R R RN RN AN AN AN TR ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TAT TACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmril

I | I I I
AAACT GOCCACT TGGCAGTACAT CAAGT GTATCATATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCT GGCAT TATGCCCAGTA

O O N N e N R R AR AN R e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

SnaBl1 Ncol

| |
CATGACCTTATGGGACTTTCCTACT TGECAGTACATCTACGTATTAGT CATCGCTATTACCATGGT GATGCGGT TTTGECAGT ACATCAAT GGGECGT GGA

L0 R R R R R A N R N N N NN N RN E R NN AN R AR nmA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGTAGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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Aat 2 Eci 1
I I
TAGCGGT TTGACT CACGGGGAT TTCCAAGT CTCCACCCCATTGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

S N A R R R R N S N R A RN AN RR R AN el
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel

ACAACT CCGCCCCATTGACGCAAAT GEGCGEGT AGGCGT GTACGGT GGGAGGT CTATAT AAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCGCTA

L0 R R R N A A R R A N N RN RN AN A AN e
TGT TGAGGCGGGGT AACT GOGT T TACCCGCCAT CCGCACAT GOCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGAT CGCGAT

Nar 1
Agel Kas1| Eco57 Mscl
I
CCGGTCGCCACCAT GAGCAGCGGCGECCCTGCTGT TCCACGGECAAGAT CCCCTACGT GGT GGAGAT GGAGGGCGAT GTGGATGBCCACACCTTCAGCATCC

L0 B R R R R R R R A R A N T AR NN RN RE R n N ey
GGCCAGCGGT GGTACT CGT CGCCGOGGGACGACAAGGT GCCGT TCTAGGGGAT GCACCACCT CTACCT CCCGCTACACCTACCGGT GT GGAAGT CGTAGG

Bsgl Bst E2
Sac?2 Bnr 1 Sgr Al Al el |

I I I | |
GCGGTAAGGGCTACGGOGAT GCCAGCGT GGGCAAGGT GGATGOCCAGT TCAT CTGCACCACCGGCGAT GT GCOCGT GCCCT GGAGCACCCT GGTGACCAC

LA R A R Rt A R R R R N R AR E A nnA A -y
CGCCAT TCCCGATGCCGCTACGGT CGCACCCGT TCCACCT ACGGGT CAAGT AGACGT GGT GBCCGCTACACGGGECACGGGACCT CGT GGGACCACTGGTG

Nar 1
Kas1|
Bpnil Bnr 1] | Xm1l Eco57 Sphi
I [l I I I
CCTGACCTACGGCGCCCAGT GCTTCGCCAAGT ACGGECCCCGAGCTGAAGGATTTCTACAAGAGCT GCAT GCCCGATGECTACGT GCAGGAGCGCACCATC

10 B R R A A R R R N N AR AN AR ey
GGACT GGAT GOCCGCGGGT CACGAAGCGGT TCAT GCOGGGGCT CGACT TCCTAAAGAT GT TCTCGACGT ACGGGCT ACCGAT GCACGT CCTCGOGT GGTAG
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Bsgl Bst E2 Bsr G1 Mscl
I I I I
ACCTTCGAGGGECGATGCCAAT T TCAAGACCCGCGCCGAGGT GACCT TCGAGAAT GGCAGCGT GTACAAT CGCGT GAAGCT GAAT GGCCAGGCCTTCAAGA

L R A R A R R R AR NN AR AR e
TGGAAGCTCCCGCTACCGT TAAAGT TCT GGGOGCGGCT CCACT GGAAGCT CTTACCGT CGCACAT GT TAGCGCACT TCGACT TACCGGT CCCGAAGT TCT

Pf 1 ML

BseYl

Pm 1 | Bpnil Sap1l
Mscl | ] Btsl| BsrGl Ear 1

| |l I I
AGGAT GGCCACGT GCTGGGCAAGAAT CTGGAGT TCAAT TTCACCCCCCACT GOCT GTACAT CTGGGGCGAT CAGGOCAAT CACGGCCT GAAGAGCGCCTT

Ky N A A R N R AR AR A RN AR AR e vy
TCCTACCGGT GCACGACCCGT TCT TAGACCT CAAGT TAAAGT GBGGGGT GACGGACAT GTAGACCCCGCTAGT COGGT TAGT GCCGGACT TCTCGCGGAA

BssS1 Nael
Bgl 2Eco57 | Ngow4 | ApalLl Pm 1

I || | | I I
CAAGATCTGCCACGAGAT CGCCGBCAGCAAGGGCGAT TTCATCGT GGCOGAT CACACCCAGAT GAATACCCCCAT CGGCGECGGECCCCGT GCACGT GOCC

KO N R R R R N A AR AR AN ey vy
GTTCTAGACGGT GCT CTAGCGGCCGT CGT TCCCGCTAAAGT AGCACCGGCT AGT GTGGGT CTACT TATGGGGGT AGCCGCCGCCEEEGECACGT GCACGEG

Pm 1 Bl p1 Bsal BssH2
I I I I
GAGTACCACCACAT GAGCTACCACGT GAAGCT GAGCAAGGAT GT GACCGAT CACCGCGATAAT AT GAGCCT GACGGAGACCGT GCGCGCCGTGGATTGCC

Ko N N A A R A R R A AR A RN vy
CTCATGGT GGTGTACT CGAT GGT GCACT TCGACT CGT TCCTACACT GGCTAGT GGOGCTAT TATACT CGGACT GCCT CTGECACGCGCGGCACCTAACGG
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1301

1401

1501

1601

1701

|

H nd3 EcoR1l Sal 1 Kpnl || [ ]

BpuEl Xhol Sacl | BstBl | Pst 1| Acc65 | 1] [ ] Xbal Bcl 1BsaBl
| | || || [ | | [ | | | |

GCAAGACCTACCT (BGGATCTCGAGCT CAAGCT TCGAAT T CTGCAGT CGACGGT ACCGOGBGCO0GEGAT CCACCGGAT CTAGATAACT GATCATAATCAG
R R R R N R N R R RN AN RN
CGT TCTGGATGGAQCCTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GGCGCCOGGEGECCCTAGGT GGCCTAGATCTATTGACTAGTATTAGTC
GSRAQASNSAVDGTAGPGSTGSR*

Bsmil
Dral M el| Hpal
| || |
CCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCT GAAACATAAAATGAATGCAATTGTTGTTGTTAACTTG

R R R R N R N NN mnnEE NN RN
GGTATGGT GTAAACAT CTCCAAAATGAACGAAAT TTTTTGGAGGGT GTGGAGGGGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAAC

Psi 1 Bt s1 Bsmnil

|
TTTATTGCAGCTTATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGTCCAAAC

R N R NN T N R A NN AR TR
AAATAACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGT GT TTAAAGT GT TTATTTCGTAAAAAAAGT GACGTAAGATCAACACCAAACAGGT TTG

M ul Sspl

| |
TCATCAATGTATCTTAACGCGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCG

N R R T R o R N R R R e RN N nEnmE R RE AR EE
AGTAGT TACATAGAAT TGCGCAT T TAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAAT TTAAAAACAAT TTAGT CGAGT AAAAAAT TGGT TATCCGGC

Psi 1 BsaXb

| |
AAATCGCGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGT TGAGT GTTGT TCCAGT TTGGAACAAGAGT CCACTATTAAAGAACGTGGACTC

R R R R R R N e N N N N RN RNEARER MR
TTTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCT CTATCCCAACT CACAACAAGGT CAAACCT TGT TCTCAGGTGATAATTTCTTGCACCTGAG

1400

1500

1600

1700

1800
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Drdil BsaXa Dr a3
I I I
CAACGT CAAAGGGCGAAAAACCGT CTATCAGGGECGATGGECCCACTACGTGAACCATCACCCTAATCAAGT TTTTTGGEGGT CGAGGT GCCGTAAAGCACTA
1801 [ [ILIEIE* Pttt =t et e r et e er=e et e r=er e r=ter et e =erer e r=rer el 1900
GITGCAGTTTCCCGCTTTTTGGCAGATAGI CCCGCTACCGGGTGATGCACT TGGTAGTGGGAT TAGT TCAAAAAACCCCAGCTCCACGGCATTTCGTGAT
Nael
NgoM4 | Bsr Bl

| | |
AATCGGAACCCT AAAGGGAGCCCCCGAT T TAGAGCT TGACGGGGAAAGCCGECGAACGT GGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGEGECECTA

KO N N R Rt R A R A R AR vy
TTAGCCTTGGGAT TTCCCTCGGGGECT AAAT CTCGAACT GCCCCT TTCGBOCGCT TGCACCGCTCTTTCCTTCCCT TCT TTCGCT TTCCT CGCCCGCGAT

GGEGECGCTGGECAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAAT GCGCCGCTACAGGGECGCGT CAGGT GGCACT TTTCGGGGAAA

2001 I||I||I||*||I||||||*|||I||I||*||I||I||I*|I|||||||*||I||I||I*|I||I||I|*I||||||||*|I||I||I|*I||I||I||*2100
CCCGOGACCGT TCACAT CGCCAGT GOGACGCGCAT TGGT GGT GT GBGCGECGCGAAT TACGOGGCGAT GT CCCGOGCAGT CCACCGT GAAAAGCCCCTTT

Bci V1
BspHl |
BsrBl1 | | Sspl Earl

||
TGTGCCCGGAACCCCTATTTGI TTATTTTTCTAAATACATTCAAATATGTATCCGCT CATGAGACAATAACCCT GATAAATCCTTCAATAATATTGAAAA

2101 [ LLEEreersr e =it e e e e e e e e e e e e e <2200
ACACGCGCCT TGGGGATAAACAAATAAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACT CTGT TATTGGGACTAT TTACGAAGT TATTATAACTTTT

Eci 1l
Bsu36 Pvu2 | BseY1l Bst AP
I | | I I
AGGAAGAGT CCTGAGGCCGAAAGAACCAGCT GTGGAATGT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT

o R A R R R e N AN AN R AR AE R RN sy
TCCTTCTCAGGACTCCGCCT TTCT TGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGT COGAGGGEGT CGTCCGT CTTCATACGT TTCGTA

Nsi 1
Nsi 1 Sphl |
Sphl | Bf rBl |

Bf rB1 | SexAl BseYl Bst AP | |
| | I I |||
GCATCTCAATTAGT CAGCAACCAGGT GTGGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCATGCATCTCAATTAGT CAGCAACCATAGTC

Lo N N N e R R R R N NN AR R AN AR N N sy
CGTAGAGT TAATCAGT CGT TGGTCCACACCT TTCAGGGGT COGAGGGGT CGT COGT CTTCATACGT TTCGTACGT AGAGT TAATCAGT CGTTGGTATCAG

5
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2401

2501

2601

2701

2801

Eci 1

Eci 1 Eci 1 Bnr 1| Eci 1 Ncol

I I |l I I
CCGCOCCT AACT CCGCCCAT CCOGCCCCTAACT COGCCCAGT TCCGCCCAT TCTCOGCCOCAT GGCTGACTAATTTTTTTTAT TTATGCAGAGGCCGAGG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2500
GGCGGGGAT TGAGGCGGGT AGGGOGEGGAT TGAGGOGEGT CAAGGCGGGT AAGAGGCGGGGT ACCGACT GAT TAAAAAAAAT AAATACGT CTCCGGCTCC

Avr 2
Sfil St ul|
Bgl 1 BseR1 || dal BsaB1
I I I I
CCGCCTCGGCCTCTGAGCTATTCCAGAAGT AGT GAGGAGCCT TTTTTGGAGGCCTAGGCT TTTGCAAAGAT CGATCAAGAGACAGGATGAGGATCGTTTC

R A R R R R R R NN E N EEE AR M AR el
GGCGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT CCGGATCCGAAAACGT TTCTAGCTAGT TCTCTGTCCTACTCCTAGCAAAG

BspML
Bf uAl Eagl Bnr 1

| | |
GCATGATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGGECCECT TGEGT GGAGAGGCTAT TCGGCTAT GACT GGGCACAACAGACAATCGGCTGCTCTGA

R R R R N R N R RN RN EEE T AR N
CGTACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGCGAACCCACCT CTCCGATAAGCCGATACT GACCCGT GT TGT CTGT TAGCCGACGAGACT

Nar 1
Kas1| Drdl
| | I

TGCCGCCGTGT TCCGGECT GT CAGCGCAGGGEECGCCCGGT TCTTTTTGT CAAGACCGACCT GTCCGGT GCCCTGAAT GAACT GCAAGACGAGGCAGCGECGG
R A R A s e A i R e ey

ACGGCGGCACAAGGCCGACAGT CGCGT CCCCGCGEECCAAGAAAAACAGT TCTGGECT GGACAGGCCACGEGACT TACT TGACGT TCTGCTCCGTCGCGCC

Pvu2
Mscl Fspl | PflF1 Eco57

| | |
CTATCGT GGCTGECCACGACGGEECGT TCCT TGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGGGAAGGGACT GGCT GCTAT TGEGCGAAGT GCCGEEEC

N R R R R N AN RN N AN RN AR R M AR el
GATAGCACCGACCGGT GCTGCCOGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT TCGCCCT TCCCT GACCGACGAT AACCCGCT TCACGGCCCCG
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2901

3001

3101

3201

3301

BspML
Bci V1 Bsr D1 Bf uAl

| | |
AGGATCTCCTGI CATCTCACCT TGCTCCTGCCGAGAAAGT AT CCAT CAT GGCTGATGCAAT GCGGCGECTGCATACGCT TGATCCGGECTACCTGCCCATT

R R R R N R R AN R N AN E AN e ey
TCCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CT TTCATAGGTAGT ACCGACT ACGT TACGCCGCCGACGT AT GCGAACT AGGCCGAT GGACGGGTAA

Sapl
Ear 1

|
CGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGAT CAGGAT GAT CTGGACGAAGAGCAT CAGEEECT CCLCG

R R R R R ot R R N N RN NN AR AR rany
GCTGGTGGT TCGCT TTGTAGCGTAGCT CGCTCGT GCATGAGCCTACCT TCGGCCAGAACAGCTAGT CCTACTAGACCT GCTTCT CGTAGT COCCGAGCGC

BpuEl Sph1 Ncol
I I I
CCAGCCGAACTGT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGGCGAGGAT CTCGTCGT GACCCAT GGCGATGCCTGCT TGCCGAATATCATGGT GGAAA

R R A R R R RN A AR A AN
GGT CGGCT TGACAAGCGGT CCGAGT TCCGCTCGT ACGEGCT GCOGCT CCTAGAGCAGCACT GBGT ACCGCT ACGGACGAACGGCT TATAGTACCACCTTT

BseY1l
Nael | Sap1l
NgoM4d | | Rsr 2 Eci 1 Ear 1

| 1| I I I
ATGGCCGCTTTTCTGGAT TCATCGACT GT GGCCGGCT GBGT GT GGOGGACCGCT AT CAGGACATAGCGT TGECTACCCGT GATATTGCTGAAGAGCTTGG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3300
TACCGGCGAAAAGACCT AAGT AGCT GACACCGGECCGACCCACACCGCCT GBCGATAGT CCTGT AT CGCAACCGAT GGGCACTATAACGACT TCTCGAACC

Eco57 BssS1 Bsr Bl Bsr Bl

| | | |
CGGECGAAT GCECTGACCGCT TCCTCGTGCTTTACGGT ATCGCCGCT CCCGAT TCECAGCGCATCGCCTTCTATCCCCT TCTTGACGAGT TCTTCTGAGCG

R R N R N N RN N R N R RN RN mmEN o
GCCGCTTACCOGACT GGOGAAGGAGCACGAAAT GCCATAGCGGOGAGGGECT AAGOGT CGCGTAGCGGAAGATAGCGGAAGAACT GCTCAAGAAGACT CGC
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3401

3501

3601

3701

3801

3901

BssS1
BspML
Bst Bl Bf uAl

| |
GGACTCTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCACGAGATTTCGAT TCCACCGCCGCCT TCTATGAAAGGT TGGGCT TCGGAAT

R R R R R e R R N R RN E N A
CCTGAGACCCCAAGCT TTACT GGCTGGT TCGCT GCGGGT TGGACGGT AGT GCTCTAAAGCT AAGGT GGCGGCGGAAGATACT TTCCAACCCGAAGCCTTA

Nael
NgoM4 | Bpnil
Bpntl | Avr2 |
| | ||
CGTTTTCCGEGACGCCGEECT GGATGAT CCT CCAGCGCGEEGAT CTCATGCT GGAGT TCT TCGCCCACCCT AGGGGEGAGGCTAACT GAAACACGGAAGGAG

R R R R R A Rt RN AR AN TN
GCAAAAGGCCCT GCGGCCGACCTACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGT GGGAT CCCCCT CCGATTGACT TTGTGCCTTCCTC

ACAAT ACCGGAAGGAACCCGOGCT ATGACGGCAAT AAAAAGACAGAAT AAAACGCACGGT GT TGGGT CGT TTGT TCATAAACGCGGGGT TCGGT CCCAGG
R A R N A R AR R N RN R AR AR A
TGTTATGGCCT TCCTTGGGOGCGATACT GCCGT TATTTTTCTGTCTTATTTTGCGT GCCACAACCCAGCAAACAAGT AT TTGCGCCCCAAGCCAGGGTCC

Bsal

|
GCTGGCACTCTGI CGATACCCCACCGAGACCCCAT TGEGEECCAATACGCCCGCGT TTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGGGT GAAGECCC

R A R R N R Rt A AN NN AR AR EEA AR A
CGACCGT GAGACAGCTATGGGGT GECT CTGGEGGT AACCCCGGT TAT GOGEGCGCAAAGAAGGAAAAGGEGT GBGGT GBGGGGT TCAAGCCCACT TCOGRG

Bst AP
Al wN1 Bsu36 Dral Dral

| | |
AGGGCT CGCAGCCAACGT CEGEECEECAGECCCTGCCATAGCCTCAGGT TACTCATATATACT TTAGATTGATTTAAAACT TCATTTTTAATTTAAAAGG

R R A R R e At R N et NN N um N R nnE R A
TCCCGAGOGT CGGT TGCAGCCCCGOOGT COGGGACGGT AT CGGAGT CCAATGAGTATATATGAAAT CTAACTAAAT TTTGAAGT AAAAATTAAATTTTCC

BspHL
|
ATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACT GAGCGT CAGACCCCGTAGAAAAGAT CAAAGGAT

R R R N N N R RN A RN E AR RN
TAGATCCACT TCTAGGAAAAACTATTAGAGTACT GGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACTCGCAGT CTGGGGCATCTTTTCTAGT TTCCTA

3500

3600

3700

3800

3900

4000
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4001

4101

4201

4301

4401

4501

BpuEl

|
CTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCT TGCAAACAAAAAAACCACCGCTACCAGCGGT GGTTTGT TTGCCGGATCAAGAGCTACCAAC
|||||||||*|||||||I|*||I||||I|*||I||||I|*||I||||I|*||I||||I|*||I||||I|*||I||||I|*||I||||I|*|||||||||*
GAAGAACT CTAGGAAAAAAAGACGCGCATTAGACGACGAACGT TTGT TTTTTTGGT GECGAT GGT CGCCACCAAACAAACGCECCTAGT TCTCGATGGTI TG

Eco57

|
TCTTTTTCCGAAGGTAACT GGCT TCAGCAGAGCGCAGATACCAAATACT GTCCTTCTAGT GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGTAGCA

R R A R R N N NN A RN NN AN RR R AR
AGAAAAAGGCT TCCAT TGACCGAAGT CGT CTCGOGT CTATGGT TTATGACAGGAAGAT CACAT CGGCAT CAAT CCGGT GGT GAAGT TCTTGAGACATCGT

Al wNL BpuEl

| |
CCGCCTACATACCTCGCTCTGCTAATCCT GT TACCAGT GGCTGCT GCCAGT GGCGATAAGT CGT GT CT TACCGGGT TGGACT CAAGACGATAGI TACCGG

R A A R R A R N R RN R ENE R
GGCGGAT GTATGGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT GGCCCAACCT GAGT TCTGCTATCAATGGCC

Apall BseYl
| |
ATAAGGCGCAGCGGT CEGGCT GAACGEEGEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGATACCTACAGCGT GAGCTATG

N R R R R N R N RN N A AR REE RN ERARE RN
TATTCOGOGT CGCCAGCCCGACT TGOCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCT TGCTGGAT GT GGCT TGACT CTATGGATGT CGCACTCGATAC

Bci V1
Eci 1 | BssS1

|
AGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGECAGGEGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGGGEGAAAC

R R R e R R R R A R R AN AR AR
TCTTTCGOGGT GOGAAGGGCT TCCCTCT TTCOGCCT GTCCATAGGCCAT TCGCCGT CCCAGCCT TGTCCTCT CGOGT GCTCCCT CGAAGGT CCCCCTTTG

Drdl BpuEl Eci 1

| | |
GCCTGGTATCTTTATAGT CCTGT CGGGT TTCGCCACCTCTGACT TGAGCGT CGATTT T TGT GATGCT CGT CAGGGEGEEGECGGAGCCT ATGGAAAAACGCCA

R R Rt R N A NN RN A RERAA NN
CGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT COCCCCGOCT CGGATACCT TTTTGCGGT

4100

4200

4300

4400

4500

4600
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BspLU

|
GCAACGCGGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCTCACATGI TCTTTCCTGCGT TATCCCCTGATTCTGT GGATAACCGTATTACCGC

4601 [ [LLLEEEE=PErrerr et e =t e = e e e e e e = f e e =t =i 4700
CGT TGCGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCTAT TGGCATAAT GGCG

Nsi 1
BfrBl |
| |
CATGCAT
4701 ||[||]]| 4707
GTACGTA

10
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Found:

Aat 2
Bf uAl
Bsmil
Cal
M el
PspOM

Sspl

Uni que:
Acc65
Bsr D1
Pf I F1

Xhol

Not found:

Aar 1
Bsi WL

Not 1
Xcnil

Acc65
Bgl 1
BspH1
Dral
M ul
Pst 1

Stul

Af el
BssH2
Pf 1 ML

Xm1l

Acl 1
BsnB1
Nrul

Af el
Bgl 2
BspLU
Dr a3
Mscl
Pvu2

Xbal

Agel
dal

PspOM

Afl 2
BspEl
Pacl

Agel
Bl pl
BspML
Drd1l
Nael
Rsr 2

Xhol

Al el
Dr a3

Pst1

Ahd1
Bst X1
Pmel

Al el
Bnr 1
Bsr Bl
Eagl
Nar 1
Sacl

Xm1l

Apal
Eagl

Rsr 2

Ascl
Bst Z1
PshAl

Al wiN1
Bpmil
Bsr D1
Ear 1
Ncol

Sac?

Asel
EcoR1

Sacl

Asi S1
_Chi
Pvul

Apal
BpuE1l
Bsr Gl

Eci 1

Ndel

Sal 1

BantH1
Fspl

Sal 1

Baela
EcoK
SanD1

Apal1l

Bsal
BssH2

Eco57

Sapl

Bcl 1
Hi nd3

SexAl

Baelb
EcoN1
Sbhf 1

11

Asel
BsaBl
BssS1
EcoR1

Nhel

SexAl

Bgl 2
Hpal

Sfil

Bbs1
EcoRV
Scal

Avr 2
BsaXa
Bst AP

Fspl

Nsi 1

Sfil

Bl pl
Kpnl

Sgr Al

BbvC1l
ScFRT
Sgf 1

BanmH1
BsaXb
Bst B1
Hi nd3
Pfl F1

Sgr Al

BsaXa
M el

Smal

Bcgla
Fsel
Spel

Bci V1
BseR1l
Bst E2

Hpal
Pf 1 ML

Smal

BsaXb
M ul

SnaB1

Bcglb
FspAl
Srfl

Bcl 1
BseYl
Bsu36

Kas1

Pm 1

SnaBl1

BseR1
Ndel

Stul

BngB1
| _Ceu
Swal

Bf r B1
Bsgl
Bt sl
Kpnl
Psi 1

Sph1

BspLU
Nhel

Xbal

BpulO
| oxP
Pl Sce
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Excl uded by site conplexity:

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1l

Aci 1
BsaHl1
BssK1l

Hae?2
Hpy C5

Rsal

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo2
Sau96

Al wl
BselR
Bst Ul

Hhal

whl 1
Sf aN1

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

Aval
Bsi H1L
Bt gl
Hi nf1
Msl 1
Sm 1

Ava?2
Bsl 1
Cac8
H nP1
MspAl
Styl

12

Banl
BsmAl
CviJl

Hpa?2

Mno 1

Taql

Ban?2
BsnfF1l
Ddel
Hphl
Nci 1
Tat 1

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bf al
BspCh
Faul
Hpy3
Nspl
Tsp45

Brel5
Bsrl
Fnu4H
Hpy C3
Pl el
Tsp50



