www.evrogen.com

pTurboRFP-destl vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS and MODC amino acids are shown in bold black.
Asel Bgl 1

| |
TAGI TATTAATAGTAATCAATTACGGGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GECCCGCCTGECTGACCG

O R R N e R R R R Rt N R R N N NN RN E N A nE RN N ERRR AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 SpAcc Aat 2

| | |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGTATGI TCCCATAGT AACGCCAATAGCGACT TTCCATTGACGT CAATGGEGT GGAGTATTTACGGT

KO R R Rt R R R R Rt N R R RN AN A RN A NEA AR R ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmr1l

I I I I I
AAACT GOCCACT TGGCAGTACAT CAAGT GTATCAT ATGCCAAGT ACGCCCOCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCT GGCAT TATGCCCAGTA

O R R R N N N R N AN AN A A A AR T R e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT TTACCGGGOGGACCGT AATACGGGT CAT

Bt gZ1 SnaBl Ncol
I
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTATTACCATGGTGATGCGGT TTTGGCAGI ACAT CAAT GGGCGT GGA

L0 B N R e R R N R N R e R N N N RN N NN EEE A n AR e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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Aat 2 Eci 1l

I I
TAGCGGT TTGACTCACGGGGAT T TCCAAGT CTCCACCCCAT TGACGT CAATGGGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA
S N A N R R R N S RN n N A AN RR AR NN A ety
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel

I I
ACAACT CCGCCCCAT T GACGCAAAT GGGECGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATECGCTAGCGCTA
L0 N R R R R A R R R A N N AN RN A ANy A RENE A e
TGT TGAGGCGGGGT AACTGOGT TTACCCGCCAT CCGCACAT GOCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGAT CGCGAT
MCS > L AL

BanmtH1
Smal
Apall| |
PspOM ||
Sac?| [ ]
Xhol H nd3 EcoR1 Sal 1 Kpnl || |
BpuEl Bgl 2 | Sacl | BstBl | Pst 1| Acc65 | 1] |
| | | || || I | | 11 | |

I
(COGGACT CAGATCTCGAGCT CAAGCT TOGAAT TCT GCAGT CGACGGT ACCGCGGGO00GEGAT CCACCEGT CGOCACCAT GAGOGAGCT GATCAAGGAGA
L0 R R R R R R R N C R RN A AN e
(GGCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GGCGCCOGEGECCCTAGGT GGCCAGCGGT GGTACTCGCTCGACTAGT TCCTCT
MCS/ TurboRFP>P D S D L E L KL RI L QSTVPRARDTPPVATMSETLI KEN

I
I
I
| Agel Bcl 1
| |

Bsr G1 Apall SpAcc

| |
ACATGCACATGAAGCT GT ACAT GGAGGGCACCGT GAACAACCACCACT TCAAGT GCACAT CCGAGGGCGAAGGCAAGCCCT ACGAGGGECACCCAGACCAT

LA R A R N e R A A A AN A AR e
TGTACGTGT ACTTCGACATGT ACCTCCCGT GGCACT TGT TGGT GGT GAAGT TCACGT GT AGGCT CCCGCT TCCGT TCGGGAT GCT CCOGT GGGTCTGGTA
Tur boRFP > MHMKLYMEGTVNNHHEFIKTCTSEGEGKTPYEGTU QTM

GAAGATCAAGGT GGT CGAGGGCGGECCCT CTCCCCT TCGCCT TCGACATCCT GGCTACCAGCT TCATGT ACGGCAGCAAAGCCT TCATCAACCACACCCAG
L0 B R A R R R N R N AN RN RN NN R AR ey

CTTCTAGT TCCACCAGCT CCCGCOGGGAGAGBGGAAGCGGAAGCT GTAGGACCGAT GGT CGAAGT ACAT GCCGT CGT TTCGGAAGTAGT TGGTGT GGGTC

Tur boRFP >KIl KVVEGGPLPFAFDILATSFMYGSKATFI NHTQ
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901

Tur boRFP >

1001

Tur boRFP >

1101

Tur boRFP >

1201

Tur boRFP >

1301

Tur boRFP/ MODS>

Bsu36 SpDon Bbs1

| | |
GGCATCCCCGACTTCTTTAAGCAGT CCTTCCCT GAGGGCT TCACAT GGGAGAGAAT CACCACAT ACGAAGACGGGEGEGECGT GCTGACCGCTACCCAGGACA

R N R A N N R N A AN AR AR
CCGTAGGGGCTGAAGAAAT TCGT CAGGAAGGGACT CCOGAAGT GTACCCTCT CT TAGT GGTGT AT GCT TCT GCCCCCGCACGACT GGOGATGGGT CCTGT
Gl PDFFKQSFPEGFTWERI TTYEDGGVLTA AT QDT

SpDon BseYl

| |
CCAGCT TCCAGAACGGCT GCATCATCTACAACGT CAAGAT CAACGGGGT GAACT TCCCAT CCAACGGCCCT GT GAT GCAGAAGAAAACACGCGGCTGGGA

e R e R R N AR AR
GGT CGAAGGT CTTGCCGACGT AGTAGAT GT TGCAGT TCTAGT TGCCCCACT TGAAGGGT AGGT TGCCGBGACACTACGT CTTCT TTTGI GCGCCGACCCT
S FQNGCI I YNVKI NGVNFPSNGPVMQKTIKTRGWE

Sfil Bsgl BspML
Bgl 1 BssS1 | Eco57 Bt s1Bf uAl

I | | I I I
GGCCAACACCGAGAT GCTGT ACCCOGCT GACGGCGEOCT GAGAGGCCACAGCCAGAT GGCCCT GAAGCT CGT GBECGGEEECTACCTGCACTGCTCCTTC

R R R e R N R R N A AR R A RNE AR AR
CCGGT TGT GGCTCTACGACAT GGGGECGACT GCCGCCGGACT CTCCGGT GT CGGT CTACCGGGACT TCGAGCACCCGCCCCCGAT GGACGT GACGAGGAAG
ANTEMLYUPADGG GLRGHS S QMALTZKTLVYVYGGGYTLHTCSTF

Pf | ML SpAcc
BpuEl Dr a3 Pf | ML Bsal

| | | I
AAGACCACATACAGAT CCAAGAAACCCGCTAAGAACCT CAAGAT GCCCGECT TCCACT TCGT GGACCACAGACT GGAAAGAAT CAAGGAGGCCGACAAAG

R R R R R R A RN AR U AR
TTCTGGTGTATGTCTAGGT TCTTTGGGCGAT TCT TGGAGT TCTACGGEGCCGAAGGT GAAGCACCT GGTGT CTGACCT TTCTTAGT TCCTCCGGCTGTTTC
K TTYRSKKPAKNLIKMPGFHFVDHRLTETRI KEATDKE

PshA1 BssS1 Mscl Scal SpAcc Bnr 1 BspEl Bgl 2

I I I I I I I
AGACCTACGT CGAGCAGCACGAGAT GGCT GT GGCCAAGT ACT GCGACCT COCTAGCAAACT GGGGCACAGAGAT GAAT CCGGACT CAGATCTCGAATCAG

R R R R A A R AR NN AN AR R
TCTGGATGCAGCTCGT CGTGCT CTACCGACACCGGT TCAT GACGCT GGAGGGAT CGT TTGACCCCGT GTCTCTACT TAGGCCT GAGTCTAGAGCT TAGTC
TYVEQHEMAVAKYT CDLUPSKLGHRDESGLZ RSR RI S

1000

1100

1200

1300

1400



www.evrogen.com

Nael
Sgr Al | Bst AP
Ncol NgoM4 | Bsr Bl Pst 1 |

I | | I |
CCATGGCT TCOCGCCGGOGGT GGOGGECGCAGGAT GATGGCACGCT GCCCAT GT CTTGT GCOCAGGAGAGCGGGAT GGACCGT CACCCTGCAGCCTGTGCT

O R R R R R R R RN AR AN A AN vy
GGT ACCGAAGGGEOGECCGCCACCGOCGCGT CCTACT ACCGT GOGACGGEGT ACAGAACACGGGT CCTCTCGCCCTACCT GGCAGT GGGACGT CGGACACGA
MODS >HGFPPAVAAQDDGTLPMSCAQESGMDRHPAATCA

Eagl Xbal BsaBl1 SpDon Dral

| | | |
TCTGCTAGGATCAATGT GTAGGAT CGECCCCGACT CTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACT TGCTTTAAAAAACCT CCCACACC

O N R N N R R R R N N AN N NR RN EE AR AN ey
AGACGATCCTAGT TACACATCCT AGCCGGCGCTGAGATCTAGTAT TAGT CGGTAT GGT GT AAACAT CTCCAAAAT GAACGAAAT TTTTTGGAGGGTGT GG
MODS >S AR I NV *

Bsmi
M el| Hpal pol yA Psi 1 pol yA

TCCCCCTGAACCT GAAACATAAAATGAATCCAATTGI TGTTGT TAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAATTT

e N e R R R R Nt NN N n e R E NN RN E TN ey
AGGGGGACTTGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAACAAAT AACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGTGT TTAAA

pol yA Btsl Bsnil Afl 2 SpDon Sspl

| |
CACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGT CCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAGCGTTAATATTTTGI TAAA

O N R R R R R RN NNt NN E O N NN R R RN RN RRRERENY vy
GTGTTTATTTCGTAAAAAAAGT GACGT AAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TCOGCAT TTAACATTCGCAATTATAAAACAATTT

Psi 1
I
ATTCCCGTTAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGEGT TG

1801 | LLLLEEEt=t ettt et e e = e et e e > e e i 1900
TAAGCGCAATTTAAAAACAAT TTAGTCGAGTAAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCT CTATCCCAAC
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1901

2001

Nael

2101

2201

2301

Bt gZ1

BsaXb Drdl BsaXa Dr a3|

I I I |l
AGTGTTGT TCCAGT TTGGAACAAGAGT CCACTAT TAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTATCAGGGCGAT GGCCCACTACGT G
U R R R R R e N R
TCACAACAAGGT CAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGT TGCAGT TTCCCGCTTTTTGGCAGATAGT CCCGCTACCGGGT GATGCAC

SpAcc NgoMv4
| |
AACCATCACCCTAATCAAGT TTTTTGGGGT CGAGGT GCCGT AAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT T TAGAGCT TGACGGGGAAAGCC

R R N AR R R N N A AR AR
TTGGTAGTGGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGT GATTTAGCCT TGGGAT TTCCCTCGGGGGECT AAATCTCGAACT GCCCCTTTCGG

Bsr B1

|
GCCGAACGT GGCGAGAAAGGAAGGEGAAGAAAGCGAAAGGAGCGEECECT AGGECGECT GECAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCECC

R R R R R R e R RN A AN RRANRER AR
CCGCTTGCACCGCTCTTTCCTTCCCTTCTTTCGCT TTCCT CGOCCGCGAT CCCGOGACCGT TCACAT CGCCAGT GCGACGCGCAT TGGT GGT GT GGGCGG

pol yA
I
GCGCTTAATGCGCCGCTACAGGGCGECGT CAGGT GBCACT TTTCGGGGAAAT GT GCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATATGT
R R R e R R R R R RN R N AR NN RN EE R RN anEunER R
CGCGAAT TACGCGGCGAT GTCCCGCGCAGT CCACCGT GAAAAGCCCCTTTACACGCGCCT TGGGGATAAACAAAT AAAAAGATTTATGTAAGT TTATACA
Bci V1
BspHl | Eci 1
BsrBl1 | | Sspl Earl Bsu36 Pvu2 |

|1 I | I
ATCCGCTCATGAGACAATAACCCT GATAAATGCTTCAATAATAT TGAAAAAGGAAGAGT CCTGAGGCGGAAAGAACCAGCT GTGGAATGT GTGTCAGT TA

N R N e e R R AR R RN
TAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACT CCGOCT TTCT TGGT CGACACCT TACACACAGT CAAT

2000

2100

2200

2300

2400
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2401

2501

2601

2701

2801

Nsi 1
Sphl |
Bf rBl |
BseYl Bst AP | | SexAl BseYl

I |11 I I
GGGT GT GGAAAGT CCCCAGGCT COCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAAT TAGT CAGCAACCAGGT GTGGAAAGT CCCCAGGCT CCCCAG

U A R R A R R R e A R A ity
CCCACACCTTTCAGGEGT CCGAGGEGT CGTCCGTCTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT CCGAGEEGTC
Nsi 1
Sphl |
Bf rB1 | Eci 1
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1
||| I I |l I
CAGGCAGAAGT AT GCAAAGCATGCATCTCAATTAGT CAGCAACCAT AGT CCCGCCCCTAACT CCGCCCAT CCCGCCCCT AACT CCGCCCAGT TCCGCCCA
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2600
GTCCGTCTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT AT CAGGGCGGGGAT TGAGCCGEGT AGCGGECGGEGEGAT TGAGGCGGEGT CAAGGCGEGET
Sfil
Ncol pol yA Bgl 1 SpDon BseR1
I I I I
TTCTCCGCCCCATGGECTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGECCT CTGAGCTAT TCCAGAAGTAGT GAGGAGGCTTTTTTGGA
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2700
GAGGCGGGGTACCGACTGATTAAAAAAAAT AAAT ACGT CTCCGGCT CCGGCGGAGCCGGAGACT CGATAAGGT CT TCAT CACT CCTCCGAAAAAACCT
Avr 2 BspML
St ul]| dal BsaB1 Bf uAl1 Eagl
|| I I I I
GGCCTAGGCTTTTGCAAAGAT CGATCAAGAGACAGGAT GAGGATCGT TTCGCAT GAT TGAACAAGAT GGAT TGCACGCAGGT TCTCCGECCECTTCEGETG
S R R A N R A ey
CCGGATCCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGCGAACCCAC
Nar 1
Bnr 1 Kas1|
I ||
GAGAGGCTATTCGGCTAT GACT GGGCACAACAGACAAT CGECTGCTCTGAT GCCGCCGT GI' TCCGGECT GT CAGCGCAGGGEECGECCCGGTTCTTTTTGTCA
L A A R R S A R AR mEm RN sy

CTCTCCGATAAGCCGATACT GACCCGT GI TGT CTGT TAGCCGACGAGACT ACGGCGGCACAAGGCCGACAGT CGCGT CCCCGCGGEECCAAGAAAAACAGT
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Pvu2
Drdl Mscl Fspl | Pfl F1

I I | I
AGACCGACCT GT COGGT GCCCT GAAT GAACT GCAAGACGAGGCAGCGCGGCTAT CGTGGECT GGOCACGACGGGCGT TCCT TGOGCAGCT GT GCTCGACGT

O N R N R R R R N A S AR AR NN AR NN A AR ey
TCTGGCTGGACAGBCCACGGGACT TACT TGACGT TCTGCT CCGT CGCGCOGAT AGCACCGACCGGT GCT GCCCGCAAGGAACGCGT CGACACGAGCT GCA

Eco57 SpDon

| |
TGI CACTGAAGCGGGAAGGGACT GGCT GCTAT TGGGECGAAGT GCCGGEGEGECAGGAT CTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGTATCCATCATG

0o R R R R R N AN N AR R R R R RN vy
ACAGTGACTTCGCCCT TCCCTGACCGACGATAACCCGCT TCACGGCOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CTTTCATAGGTAGTAC

Bt gZ1
BspML |
Bci V1 Bsr D1 Bf uA1 |

| | ||
GCTGATGCAATGCGGECGGECT GCATACGCT TGAT CCGGCT ACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACTCGGATGGAAG

O B N R st R R R N AN A RN AN ey
CGACTACGT TACGCCGOCGACGT ATGCGAACT AGGOCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGTAGCGTAGCT CGCTCGT GCATGAGCCTACCTTC

Sapl
Ear 1 BpuEl Sph1

| | |
CCGGT CTTGT CGATCAGGAT GATCTGGACGAAGAGCAT CAGGEGEGECT CGCGCCAGCCGAACT GT TCGCCAGECT CAAGGCGAGCAT GCCCGACGGCGAGGA

e R R N et R A R N A AN RN AN sy
GGCCAGAACAGCTAGT CCTACTAGACCT GCTTCT CGTAGT CCCCGAGCGOGGT CGGCT TGACAAGCGGT CCGAGT TCCGCTCGT ACGEGECT GCCGCTCCT

BseYl
Nael |
Ncol Bt gz1 NgoMd | | Rsr 2

I I | 1| I
TCTCGTCGT GACCCAT GGOGAT GOCTGCT TGOCGAATAT CATGGT GGAAAAT GGOCGCT TTTCT GGATTCATCGACT GTGECCGGCTGGGT GTGGCGGAC

Lo N R N R Rt N R R A A RN AR AN oy
AGAGCAGCACT GGGTACCGCTACGGACGAACGGCT TATAGT ACCACCT TTTACCGGOGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGCCTG
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3401

3501

3601

3701

3801

Sapl Bt gZ1
Eci 1 Ear 1 Eco57 BssS1 BsrB1l |

I I I I | |
CGCTATCAGGACATAGCGT TGGCTACCCGTGATAT TGCT GAAGAGCT TGECGGOGAAT GBGCT GACCGCT TCCTCGT GCTTTACGGTATCGCCGCTCCCG

R N A R R R R R N RN NN nnEA RN N
GCGATAGT CCTGTATCGCAACCGAT GGGCACT ATAACGACT TCTCGAACCGCCGCT TACCCGACT GGOGAAGGAGCACGAAAT GCCATAGCGGCGAGGEC

BssS1
BspML
Bsr Bl Bst Bl Bf uAl

| | |
ATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGT TCT TCT GAGCGGGACT CTGGEGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCA

R R R R st AR R A AR NN RN RN RN
TAAGCGT CGCGTAGCGGAAGAT AGCGGAAGAACT GCTCAAGAAGACT CGOCCT GAGACCCCAAGCT TTACT GGCTGGT TCGCT GCGGGT TGGACGGTAGT

Nael

NgoM4 |
SpAcc Bpnil |

| | |
CGAGATTTCGATTCCACCGCCGCCT TCTATGAAAGGT TGGGECT TCGGAATCGT TTTCCGEGACGCCGECT GGATGAT CCTCCAGCGCGGGEGATCTCATGC

R R A R A R A AN RN AR AR
GCTCTAAAGCTAAGGT GGOGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGCCGACCTACT AGGAGGT CGOGCCCCTAGAGTACG

Bpmi
SpAcc |
Avr2 | pol yA pol yA
|| I I
TGGAGT TCTTCGCCCACCCT AGGEEGAGGCTAACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTAT GACGGCAATAAAAAGACAGAAT AA

R R R N N R R RN R AN AR
ACCT CAAGAAGCGGGT GBGATCCCCCTCCGAT TGACT TTGTGCCT TCCT CTGT TATGGCCT TCCT TGGGOGCGATACTGCCGT TATTTTTCTGTCTTATT

Bsal
I
AACGCACGGTGI TGGGTCGTTTGT TCATAAACGCGEGEGET TCGGT CCCAGGECTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGEGECCAATACGCC

R R R Rt R R AN AN AR RN RN AE NN
TTGCGTGOCACAACCCAGCAAACAAGT AT TTGOGCCCCAAGCCAGGGT COCGACCGT GAGACAGCT ATGBGGT GBCT CTGGGEGT AACCCCGGT TATGCGG

3500

3600

3700

3800

3900



www.evrogen.com

3901

4001

4101

4201

4301

4401

Bst AP
SpDon Al wiN1 Bsu36

| |
CGCGITTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGEGT GAAGGCCCAGGEGECT CGCAGCCAACGT CGEGEECGECAGECCCTGCCATAGCCTCAGGT T

R R R R R R R T RN A RN ARRRE A e
GCGCAAAGAAGGAAAAGGGGT GGGGT GBGGEGGT TCAAGCCCACT TCCGGEGT CCOGAGCGT CBGT TGCAGCCCOGCCGT COGGGACGGT ATCGGAGT CCAA

Dral Dral BspH1

| | |
ACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAAT CCCTTAACG

LELTEEEE L=t = e e e e e e ==t = =i 4100
TGAGTATATATGAAATCTAACTAAAT TTTGAAGT AAAAAT TAAAT TTTCCTAGATCCACT TCTAGGAAAAACTAT TAGAGTACT GGT TTTAGGGAATTGC

BpuEl

|
TGAGT TTTCGT TCCACT GAGCGT CAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCT GCTTGCAAACAAAA

N A N R e R AN NN AR NN RN RREEEA
ACTCAAAAGCAAGGT GACTCGCAGT CTGGGGCATCT TTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAACGT TTGT TTT

Eco57

|
AAACCACCGCTACCAGCCGGTGGTTTGT TTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGT AACT GCCTTCAGCAGAGCGCCAGATACCAAATACT G

R A R R R RN R S RN ARy
TTTGGTGGECGATGGT CGOCACCAAACAAACGGCCTAGT TCT CGATGGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGTCTCGCGTCTATGGT TTATGAC

SpAcc Al wN1

| |
TCCTTCTAGI GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGT GGCTGCTGCCAG

R R R R N R e R N R RN AR vE A EAN AR
AGGAAGATCACATCGGCATCAAT CCGGT GGT GAAGT TCTTGAGACAT CGTGGCGGAT GTAT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGTC

BpuEl Apall BseYl

| |
TGGCGATAAGT CGT GT CTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGGECT GAACGGEGEEGEGT TCGT GCACACAGCCCAGC

R A A R R AN N NN N N RN NN RS NNA AR
ACCGCTATTCAGCACAGAAT GBCCCAACCT GAGT TCTGCTAT CAATGGCCTAT TCCGOGT CGCCAGCCCGACT TGCCCCCCAAGCACGT GT GTCGGGT CG
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SpAcc Eci 1
| |
TTGGAGCGAACGACCTACACCGAACT GAGATACCTACAGCGT GAGCTAT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGTATCCGGT AA
O O O R T R o1
AACCTCGCTTGCTGGATGT GCCT TGACTCTATGGATGT CGCACTCGATACT CTTTCGCGGT GCGAAGGGCT TCCCTCTTTCCGCCTGTCCATAGGCCATT
Bci V1 BssS1 SpAcc Drdl
| | | I
GCGGCAGGGET CGGAACAGGAGAGCGCACGAGEGAGCT TCCAGGEEGAAACGCCTGGTATCT TTATAGT CCTGTCGGEGT TTCGCCACCT CTGACT TGAGCG
SO O O A R R e R S A e
CGCCGTCCCAGCCTTGT CCTCTCGCGT GCTCCCTCGAAGGT CCCCCTTTGCGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACTGAACTCGC
BpuEl SpAcc Eci 1 BspLU
| | | I
TCGATTTTTGTGATGCT CGT CAGGGGEEECGGAGCCT AT GGAAAAACGCCAGCAACGCGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCTCAC
4701 |II|I||II*I|I||I|II*I||I|II|I*II|II|I||*|II|I||II*I|I||||||*||||||||I*I||||||||*||||||III*IIIIIIIII* 4800
AGCTAAAAACACT ACGAGCAGT CCCCCCGCCTCGGATACCT TTTTGCGGT CGT TGCGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGA
Nsi 1
SpDon Bf rBl |
|
ATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT
O O T O T L Rt R R U R N I I =74

TACAAGAAAGGACGCAAT AGGGGACT AAGACACCT ATTGGCATAATGGECGGTACGTA

10
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Apal
BpuEl
Bsr D1

Eci 1

Sal 1
Xho1l

BanH1
Hi nd3
Sal 1

Baela
_Chi
Pm 1

Aval
Bsi H1
Bt g1
Hi nf1
Msl 1
Sm 1

ApalLl
Bsal
Bsr Gl
Eco57
Nhel
Sapl

Bbs1
Hpal
Scal

Baelb
EcoK
Pvul

Ava?2
Bsl 1
Cac8
H nP1
MspAl
Styl
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Asel
BsaBl
BssS1
EcoR1

Nsi 1

Scal

Bel 1
Kas1
SexAl

BbvCl
EcoN1
SanD1

Banl
BsmAl
QviJl

Hpa?2

Mo 1

Taql

Avr 2
BsaXa
Bst AP

Fspl
PflF1
SexAl

BsaXa
Kpnl
Sgr Al

Bcgla
EcoRV
Shf 1

Ban?2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

BanH1
BsaXb
Bst B1
Hi nd3
Pf I ML
Sfil

BsaXb
M el
Smal

Bcglb
ScFRT
Sgf 1

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

Bbs1
BseR1l
Bsu36

Hpal
pol yA
Sgr Al

BseR1
Nar 1
SnaBl1

Bl pl
Fsel
Spel

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bci V1
BseYl
Bt gz1
Kas1
PshAl
Smal

Bsgl
Ndel
Stul

BngB1
FspAl
Srfl

Bf al
BspCh
Faul
Hpy3
Nspl
Tsp45

Bcl 1
Bsgl
Bt sl
Kpnl
Psi 1
SnaBl

BspEl
Nhel
Xbal

BpulO
I _Ceu
Swal

Bnel5
Bsr 1l
Fnu4H
Hpy C3
Pl el
Tsp50



